SEMENG AL 2025 4F 12 A %6 24 455 12 ] Chin J Diffic and Compl Cas, December 2025, Vol.24, No.12 - 1485 -

[DOI] 10.3969 / j.issn.1671-6450.2025.12.015 wE - IR

T A B 988 BB 25 1L % miR-744-5p .miR-342-3p .
miR-769-5p &k 5 Il PR LRk A0 15 19 ¢ &R

IR, &0 MRE,FE IM REHF FLE,REE

FEETH . VLT @RI H (2023yb53)

FE# B0, 710001 PY2E, 42 FE bR 2 rputs B BE I IR AMRF— G X ( EAR (&) Bk e B8 T SR HF R
810016 V577, T IE K 2% (53K )

WBEEE . &6 , E-mail ; hydjinmeng@ 163.com

¥

[ ZE] HBHH HITHi9 RS B M5 U NE B R-744-5p (miR-744-5p ) o/ MEZBRAZ R -342-3p ( miR-342-
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P e AR A it B ) AR A 96 1) g et e 0 IR 4H . SR qRT-PCR 1 miR-744-5p . miR-342-3p .miR-769-5p #H %} ¢354k ;
Kaplan-Meier %43 #7111 miR-744-5p , miR-342-3p . miR-769-5p /K F- 5 fif 41) i 988 B 3 )5 19 ¢ 2R 5 32 3% AR FR1E
(ROC) HhR A3 HT IMLTE miR-744-5p .miR-342-3p . miR-769-5p /KXt {4l fi g B & WG A R B M(E, &8
miR-744-5p .miR-342-3p .miR-769-5p /K- He A, e 20 < B P20 < fHE 4T B2 ( /P = 126.382/<0.001,76.464/<0.001 .
87.597/<0.001) ; fi.7& miR-744-5p .miR-342-3p .miR-769-5p /K F-FEWK L &5 8 Bk R0 IR IR 20300 T ~ IV 39 (K 41k
HYHTS B S8  th AR T M A5 5 8 UKL PR30 1 ~ 11391 20 434k 8 3% (miR-744-5p .x2/P =9.503/<
0.001,12.379/<0.001 ,22.688/<0.001 ,20.867/<0.001 ;miR-342-3p :x2/P=15.709/<0.001 .6.316/<0.001 ,27.000/<0.001
27.378/<0.001 ; miR-769-5p :x2/P = 18.209/<0.001 , 8.478/0.004 . 14.089/<0.001,32.617/<0.001 ) ; Wi J5 A K i £ IfiL 35
miR-744-5p .miR-342-3p .miR-769-5p 7K VX F Fil J5 K 4F W41 (/P = 7.133/<0.001,6.312/<0.001,6.372/<0.001 ) ;
miR-744-5p .miR-342-3p .miR-769-5p /= FiA 115 Wi 35 3 R4 m TR A B (Log rank X2 =376.516 ,24.986
19.295,P ¥<0.001) ; Ifi. i miR-744-5p .miR-342-3p .miR-769-5p /K- F Al K = % 1ok Bl i 41) i g F6 3 90U AN R 1 iy
R WAL AUC) 435124 0.930.,0.857,0.896 ,0.997, = H WK AT 45 H Bl T ZL e ( Z/P=2.705/0.007 ,3.424/0.001
3.053/0.002) , Z5it  FIH AR 2 IME T miR-744-5p .miR-342-3p .miR-769-5p 7K - {8 FHFEAR | = F e K A g 45
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[ Abstract] Objective To investigate the relationship between the expression of serum microRNA-744-5p (miR-744-
5p), microRNA-342-3p (miR-342-3p), and microRNA-769-5p (miR-769-5p) with clinicopathological features and prognosis in
prostate cancer patients. Methods A total of 96 patients diagnosed with prostate cancer by pathological examination and ad-
mitted to the First Ward of Urology, Xi' an International Medical Center Hospital from March 2019 to March 2021 were se-
lected as the cancer group. The prostate cancer patients were followed up for 3 years and divided into a poor prognosis sub-
group (25 cases) and a good prognosis subgroup (71 cases) based on outcomes. Additionally, 96 patients with benign prostatic
hyperplasia during the same period were selected as the benign group, and 96 healthy volunteers as the healthy control group.
QRT-PCR was used to detect the relative expression levels of miR-744-5p, miR-342-3p, and miR-769-5p. The Kaplan-Meier
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method was applied to analyze the relationship between serum levels of these miRNAs and prognosis. ROC curve analysis was
used to evaluate the predictive value of serum miR-744-5p, miR-342-3p, and miR-769-5p for poor prognosis in prostate
cancer patients. Results Compared with the control group, the levels of miR-744-5p, miR-342-3p, and miR-769-5p in the se-
rum of the benign and cancer groups were sequentially decreased (F/P=126.382/<0.001, 76.464/<0.001, 87.597/<0.001). There
were no significant differences in serum levels of miR-744-5p, miR-342-3p, and miR-769-5p across lymph node metastasis,
vascular invasion, clinical stages, or differentiation degrees. Compared with the good prognosis group, serum levels of
miR-744-5p, miR-342-3p, and miR-769-5p in the poor prognosis group were significantly reduced (#/P=7.133/<0.001, 6.312/<
0.001, 6.372/<0.001). The 3-year survival rate in the miR-744-5p high expression group [ 45/48 (93.75%)] was higher than
that in the low expression group [ 26/48 (54.17%)] (Log-rank X° = 376.516,P<0.001); the 3-year survival rate in the
miR-342-3p high expression group [ 46/48 (95.83% )] was higher than that in the low expression group [ 25/48 (52.08%)]
(Log-rank X’ = 24.986, P<0.001); the 3-year survival rate in the miR-769-5p high expression group [ 44/47 (93.62%)] was
higher than that in the low expression group [ 27/49 (55.10%)] (Log-rank X°=19.295, P<0.001). Compared with individual
detection of serum miR-744-5p, miR-342-3p, and miR-769-5p, the combined detection of all three significantly increased the
AUC for predicting prognosis in prostate cancer patients (£=2.705, P=0.007; Z=3.424, P=0.001; Z=3.053, P=0.002). Con-

clusion The levels of miR-744-5p, miR-342-3p, and miR-769-5p in the serum of prostate cancer patients are significantly re-

duced, and their combined detection can improve the predictive value for prognosis in prostate cancer patients.
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(65.20+7.58) & ; (BT i 5 0 ( BMI) 15 ~ 27 (22.13 =
2.85)kg/m” ; JGHE 10~60(29.3+5.92) d; W AH & 42
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1.2 SROIBEEERRE (1) A FRHE . OFF A P E W
JRAMEHEIRIZ BRI A R ) 1) HR oA SE R g 12
Frife; @453 MR, CT K BUEGIN A 12; O 8 R IR
(2) HEBRFRUE . DA I A R @58 KR 51 i
DRESH s @A o I 51 s @A 1% Y P B ; & Ik
PR ; @3 1 A R 2R Y7 .

1.3 MIFEFRS Jrik

1.3.1 Ifil¥% miR-744-5p .miR-342-3p .miR-769-5p /K-
R . TR | R PR A B H /A B A AR
H RS2 B R K I 10 ml, 25000 B, & T -80°C
VKAE A, TRIzol 38577 (IRINFRHE W R A
RS ], 4845 . 15596018 ) £ i ¥ 71 /9 50 RNA, >R A
REEFEAN & ( LB LR =R A BRA R, ]S,
BL1019A) #4 & RNA #% 5% 4 % ¢cDNA, qRT-PCR ]
miR-744-5p .miR-342-3p . miR-769-5p #H X % ik &,
W 24.95°C 16 min 95°C 15 s.56°C 42 s, 4L 42 M
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W, WK R cDNA 1 pl, E RIS 4 0.9 ul,
SYBR Green Realtime PCR Master Mix ( ¥ P = S20k
FHIRAT, 55 . QPK-201) 8 wl,ddH,0 5.2 pl, JE5
W1, LA U6 HNS, R 2 BT miR-744-
5p .miR-342-3p .miR-769-5p FHXf ik,

Fz 1 miR-744-5p .miR-342-3p .miR-769-5p 5| ¥ 75
Tab.1 Primer sequences for qRT PCR of serum miR-744-5p,

miR-342-3p, and miR-769-5p

e s TSI

miR-744-5p 5’ -AATGCGGGGCTAGG-  5° -GTGCAGGGTCCGAG-
GCTA-3’ GT-3’

miR-342-3p 5’ -GGGTCTCACACACA- 5’ -CAGTGCGTCGTGGA-
ATCGC-3 GT-3’

Ro760.5, 5 “ACACTCCAGCTGGG-  5°-CTCAACTGGTGTCG-

MREDIDOP 1 GAGACCTCTGGGTTCT-  TGGAGTCGGCAATTCAGTT-
G-3’ GAGAACCCATG-3’

U6 5’ .CTCGCTTCGGCAGC-  5° -AACGCTTCACGAAT-
ACA-3’ TTGCGT-3’

1.3.2 FUs BT < XA i 50 Bt i 3 AT oA 3 4R
(IBEDT, BV T 2O UE S 122 HE T R T
JE AN B AR Bl 7 45 K i 5 Bt R 96 1914y Sy il
AR 25 BTG RIFEAH 71 4,

L4 Feit2tdrik SR SPSS 22.0 #4434 ik PR AL
P, THECTORE LA R B L (% ) 2R, 4L IE) L3R
x> B f5 A IES A AT PR a2s #7802 41
[i) B R ST AR AS ¢ K, 241 8] LLECR H F R
HE—2L P L8R FH SNK-¢ K5 55 ; Kaplan-Meier 1553
HT I35 miR-744-5p .miR-342-3p .miR-769-5p /K- 5 Hif
B [l ge B TS YOG 3R 5 321 TAERRIE (ROC) 2k
AT miR-744-5p .miR-342-3p .miR-769-5p 7K F-%f
RIS B B TS AN R A B, P<0.05 2 5
Agitrm L,

2 & B

2.1 3 1% miR-744-5p .miR-342-3p .miR-769-5p 7K
FL# I miR-744-5p . miR-342-3p .miR-769-5p 7K
TR, A 2 < R M <fa B X R4, 2 R A it
X (P<0.01), WFE2,

2.2 N[ANG PR 995 BEARRAE 1 51 B 9 S8 LT miR-744-
5p. miR-342-3p . miR-769-5p 7K *F [L & LA I ¥
miR-744-5p .miR-342-3p . miR-769-5p 7K -1 F I {E 53
HE IR (>0.72.>0.80,>0.78) FEFE L (<0.72, <
0.80, < 0. 78 ), Il 7§ miR-744-5p. miR-342-3p .,
miR-769-5p7K V- 7Rk I 45 56 % | kA8 1= A0 L i IR 43 3
I~ IV 39 ARG (8 i 91 B i 18 vh AR Tk 12

EE R HKERIE IR T ~ T K & i g
(P<0.01),WF 3,

F2  fdRFREXIRA | R EAL FEAE 40 % miR-744-5p ,miR-342-
3p.miR-769-5p /K LLEE  (x2s)
Tab.2 Comparison of serum miR-744-5p, miR-342-3p, and miR-
769-5p levels in three groups

4 5 % miR-744-5p miR-342-3p  miR-769-5p
it BT R4 96 1.01+0.13 1.02+0.13 1.01£0.12
R 96 0.95+0.14 0.92+0.12 0.94+0.13
Jeeihe 2H 96 0.72+0.13 0.80+0.12 0.78+0.12
F1H 126.382 76.464 87.597
P1H <0.001 <0.001 <0.001

2.3 2 WAL I miR-744-5p .miR-342-3p . miR-769-5p
KV BUEA RN miR-744-5p . miR-342-
3p .miR-769-5p /K AKX FHi )G R4F W 41, 22 7 H 4 it
R X (P<0.01) , WL 4,

F4 WERGWHSHEA R HRTF) RS
miR-744-5p .miR-342-3p .miR-769-5p 7K V- LU (w5)

Tab.4  Comparison of serum miR-744-5p, miR-342-3p, and
miR-769-5p levels in patients with different prognoses
41 5 % miR-744-5p miR-342-3p  miR-769-5p
G R4 71 0.78+0.13 0.85+0.12 0.830.11
BUEARITL4 25 0.56+0.14 0.67+0.13 0.65+0.15
¢t 7.133 6.312 6.372
PE <0.001 <0.001 <0.001

2.4 L7 miR-744-5p . miR-342-3p . miR-769-5p /K *F-
SRy B R E WG &R Kaplan-Meier 357 #T {2
7, B0 A R 9EE R 2 miR-744-5p Bk 3 AR R RN
93.75% (45/48) , a1 TR KB M 54.17% (26/48) ;
miR-342-3pE 3Rk 3 FAAFHRN 95.83% (46/48) 1= T
A1 52.08% (25/48) ;miR-769-5p fE ik 3 4EAEAE
K 93.62% (44/47) , fm TARKIL 1Y 55.10% (27/49)
(Log rank x> =376.516.24.986 .19.295, P 1]<0.001) ,

2.5 Ifil¥E miR-744-5p  miR-342-3p , miR-769-5p 7K F
T A MR AR TR RN R A E 2 i
miR-744-5p .miR-342-3p .miR-769-5p 7K - 15 1 51 fit
SR FE TS A RMER ROC gk, IFiT5th <k T i
(AUC), &5 5 B /R L7 miR-744-5p . miR-342-3p |
miR-769-5p 7K B K = 2 15645 T iy 1) B 98 K83 T
Ja AR AUC 430514 0.930,0.857 ,0.896 ,0.997 , =3
AL T4 A 50k 70 0 28 g (Z/P = 2.705/0.007
3.424/0.001 ,3.053/0.002) , L3 5 & 1,
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R 3 AR AR E4SAE AT AR A 1L miR-744-5p .miR-342-3p .miR-769-5p /K- HLEE [ #1(%) ]
Tab.3  Comparison of serum miR-744-5p, miR-342-3p, and miR-769-5p levels in different clinical pathological features with prostate
cancer patients
miR-744-5p miR-342-3p miR-769-5p
moH 15i1% Sk eIk Sk eIk Sk eIk
Jﬁ (153%55) (Ti]z?) A P (153%4]{) (Tijg) M P (153%) <:ij;> A P
(%) =65 50  26(52.00) 24(48.00) 0.167 0.683  27(54.00) 23(46.00) 0.668 0.414  27(54.00) 23(46.00) 0.365 0.545
<65 46 22(47.83) 24(52.17) 21(45.65) 25(54.35) 22(47.83) 24(52.17)
BMI(kg/m?) <22 52 28(53.85) 24(46.15) 0.671 0.413  30(57.69) 22(42.31) 2.685 0.101  28(53.85) 24(46.15) 0.357 0.550
>22 44 20(45.45) 24(54.55) 18(40.91)  26(59.09) 21(47.73)  23(52.27)
W55 e 30 22(73.33)  8(26.67) 9.503  0.002 24(80.00) 6(20.00) 15709 <0.001 25(83.33) 5(16.67) 18.209 <0.001
¥ 66  26(39.39) 40(60.61) 24(36.36) 42(63.64) 24(36.36) 42(63.64)
FUEAS o H 15 8(53.33) 7(46.67)  0.079 0.779 7(46.67) 8(53.33)  0.079 0.779 7(46.67) 8(53.33) 0.136 0.712
% 81 40(49.38) 41(50.62) 41(50.62) 40(49.38) 42(51.85) 39(48.15)
kAL H 20  17(85.00) 3(15.00) 12.379 <0.001 15(75.00) 5(25.00) 6.316 0.012 16(80.00)  4(20.00) 8.478 0.004
T 76  31(40.79) 45(59.21) 33(43.42) 43(56.58) 33(43.42) 43(56.58)
I PR 43341 [~ 64 21(32.81) 43(67.19) 22.688 <0.001 20(31.25) 44(68.75) 27.000 <0.001 24(37.50) 40(62.50) 14.089 <0.001
M~V 32 27(84.38) 5(15.62) 28(87.50)  4(12.50) 25(78.13) 7(21.87)
Gleason 1143 (43) <7 62 29(46.77) 33(53.23) 0.729 0.393  28(45.16) 34(54.84) 1.639 0.200  31(50.00) 31(50.00) 0.076 0.783
>7 34 19(55.88) 15(44.12) 20(58.82) 14(41.18) 18(52.94)  16(47.06)
PSA (ng/mL) <20 40  19(47.50) 21(52.50) 0.171 0.679  21(52.50) 19(47.50) 0.171 0.679  20(50.00) 20(50.00) 0.030 0.863
>20 56 29(51.79) 27(48.21) 27(48.21) 29(51.79) 29(51.79) 27(48.21)
SRR M 30 25(83.33)  5(16.67) 20.867 <0.001 26(86.67) 4(13.33) 27.378 <0.001 27(90.00)  3(10.00) 32.617 <0.001
34k 36 15(41.67) 21(58.33) 16(44.44) 20(55.56) 17(47.22) 19(52.78)
ok 30 8(26.67) 22(73.33) 6(20.00) 24(80.00) 5(16.67) 25(83.33)
£ 5 I3E miR-744-5p .miR-342-3p . miR-769-5p 7K -5 {ij 471 3 i %

i R TS AN R AN B
Tab.5 Comparison of the value of serum miR-744-5p, miR-342-
3p, and miR-769-5p levels in predicting poor prognosis in

prostate cancer patients

% H Cut-off i AUC — 95%CI  HUKIE 555 Y;Eie“
2]
miR-744-5p 0.635 0.930 0.859~0.972 0.880 0.845 0.725
miR-342-3p 0.788 0.857 0.771~0.920 0.920 0.732 0.652
miR-769-5p 0.708 0.896 0.817~0.949 0.760 0.887 0.647
=ERG 0.997 0.957~1.000 0.960 0.958 0.918
B 1 i miR-744-5p . miR-342-3p .miR-769-5p 7K 3T H(f 51)

iR B TS AN R ROC #2653 #r
Fig.1 ROC curve analysis of predicting poor prognosis in prostate
cancer patients based on serum miR-744-5p, miR-342-3p,

and miR-769-5p levels
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il A7 el g Y, LR R F LR AR mRNA, ek, —
46 miRNA Wl il 22 Fh A 3 A 60 45 40 i 3 0 | i
¥ R BEFEIEM , miR-744-5p AT LA i
B ) BC T AE 2 f Uk 555 A1 /)N 4 B 1t 55 4 A 1% 38 58 iR
P S5O ARET I, 5 X
A FeAr, RAPEL AR AE LI HF miR-744-5p /KFEAR K
LB R, I miR-744-5p W] fE 2 5 w41 IR IR 09 K
A, miR-744-5p 7€ I B PR BE S g0 g b R R, B A
A S AR T, IR SRR B A 2P miR-744-5p &
TR BE RN ER AR R o,
JEAS B4 I 7 7 miR-744-5p K E B E R T HG B
WA, H miR-744-5p m ik B 3 R AR R TR
FkBE PRI miR-744-5p K5 WA 1T 51 B e
BT A

miR-342-3p i IR TEL B I B S | RS R
S FLRREE A g AR /N A0 e 1o 22 R
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W 25375 AN T AR A KRBT, BN
WTRE B TG R AN, s 2 B, miR-342-3p
AR P E2F S8k i 24 M R, e R A
ZRAPEFL AR T, miR-342-3p #2635 T, HAE K A %
ISR R RAFAR S AR, Rk
YN HTE 968 A LT T miR-342-3p KB B AR T
feE Rl AR, FLRUS B (R AR, 5 Rk o ahie 2k
o1, %8 miR-342-3p S5HIFIMRIEE N &K ARV, B
Mz A5, WG A BB ML H miR-342-3p 7K F ik K
TG RIFRY B F , miR-342-3p @Rk B HF W 3 4
ERE TREBRA , R miR-342-3p SRR 5 iR JE
e, AT g5 miR-342-3p i /7 R 12 A
(MCTL) i Qi A ¢, miR-342-3p (19 F ¥4 £ 3%
MCT1 IR, 53500 = A 40 At 2L R 1 RE e ko &2
(AR i R AL 23 52 1 Jif R (14 12 28 , miR-342-3p k&
KNG RIGPREE ARG, w] LUVE R W D 355 A A6 2
bR,
1€ 4E /N 40 Mg Jili 5 o, miR-769-5p i i ¥ [n)
TGFBR1 411 il JE /I 241 i fili 96 40 B 1% 344 7 | 3F 7% Rl
B ARBRIT R, 5 (kT FR A e, R 4 R
JiEZH 1LY H miR-769-5p AR IR i 2 R , #2278 miR-
769-5p K-S 0 A A L, 5 LR AR IE 45 R 2k
ol S8 RAFWA AL, B A B W40 E H miR-
769-5p 7K R 2 [, miR-769-5p R R ik B #H 3 4F
AR TIRRIB B E . AR HGE , miR-769-5p 7E
% IO 98 R T s SR 2 B T B R M IR AR B A
5 HEM miR-769-5p 1 2% 1 BH A5 o 96 200 it 14 5 | iE B
FMZZE M miR-769-5p 7K A, iy 51 B 98 18 25 A
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