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[ Abstract] Objective To analyze the expression of long chain non coding RNA-SRY box transcription factor 2 o-
verlapping transcripts (IncRNA-SOX20T) and microRNA-122-5p (miR-122-5p) in hepatocellular carcinoma (HCC) and their
relationship with pathological parameters and prognosis. Methods From September 2017 to December 2018, 112 HCC pa-
tients were selected from Nanjing Hospital Affiliated to Nanjing University of Traditional Chinese Medicine/Nanjing Second
Hospital Cancer and Vascular Disease Intervention Department. RT-qPCR was used to detect the expression of IncRNA-
SOX20T and miR-122-5p in HCC and adjacent tissues. Pearson correlation analysis was used to analyze the correlation be-
tween the expression of ncRNA SOX20T and miR-122-5p in HCC tissues, and to analyze the differences between them in
different clinical/pathological parameters. Kaplan Meier survival curve was used to analyze the prognosis of patients with dif-
ferent expression of IncRNA SOX20T and miR-122-5p. Results  The expression of IncRNA-SOX20T in HCC was higher than
that in adjacent tissues, and the expression of miR-122-5p was lower than that in adjacent tissues (f =21258, 20475,P <0.001).
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There was a negative correlation between IncRNA-SOX20T and miR-122-5p expression in HCC tissues (»= —0.771,P <0001).
The expression of IncRNA-SOX20T in HCC tissues of patients with Child Pugh grade B-C, Barcelona clinical liver cancer
(BCLC) stage late, and lymph node metastasis was higher than that of patients with Child Pugh grade A, BCLC stage very ear-
ly to middle, and no lymph node metastasis (¢/P=2482/0.015, 2.728/0.007, 3408/0.001), while the expression of miR-122-5p was
lower than that of patients with Child Pugh grade A, BCLC stage very early to middle No lymph node metastasis [ #(U)/P =
2514/0013, 2.621/0.009, 3078/0.002] . After 3 years of follow-up, the overall survival rate of 112 HCC patients was 6786% (76/
112). Kaplan Meier survival curve analysis showed that the overall survival rate of the high expression group of lncRNA
SOX20T was lower than that of the low expression group of IncRNA SOX20T(x’ =11.176,P <0.001), the overall survival rate
of miR-122-5p high expression group was higher than that of miR-122-5p low expression group (x° = 10.744,P<0001). Con-
clusion The high expression of IncRNA-SOX20T and the low expression of miR-122-5p in HCC tissues are related to Child

Pugh grade, BCLC stage, lymph node metastasis and prognosis, which may become prognostic indicators of HCC.
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Tab. 1

Comparison of the expression of IncRNA-SOX20T and miR-122-5p in HCC tissues in different clinical/pathological parameters

W OH 1%k IncRNA-SOX20T i PAE miR-122-5p /U P1{H
£S5 % 68 3.51 +0.89 0.246 0.807 1.71 +0.51 0.093 0.926
s 44 3.55£0.71 1.70 £0.49
AR =60 % 70 3.54 £0.85 0.193 0.848 1.70 £0.48 0.263 0.793
<60 % 42 3.51 £0.79 1.72 £0.53
JihiEE E AR =3 cm 64 3.55£0.88 0.379 0.705 1.70 £0.51 0. 685 0.495
<3 cm 48 3.49 £0.75 1.74 £0.48
Child-Pugh /3%% A %% 38 3.26 +0.92 2.482 0.015 1.87 £0.44 2.514 0.013
B~C% 74 3.66 +0.74 1.62 +0.51
HBV FHPE 68 3.62£0.79 1.466 0.146 1.65 £0.49 1.514 0.133
RF Pk 44 3.39 £0.87 1.80 =0.50
AFP =400 pe/L 30 3.68 £0.90 1.191 0.236 1.78(1.30,1.97) * 1.068 0.286
<400 pg/L 82 3.47 +0.79 1.78(1.41,2.11) *
SRR 5ME 22 3.82£0.97 1.890 0.061 1.55£0.61 1.689 0.094
s sk 90 3.45£0.77 1.75 +0. 46
BCLC 433t e B ~ i 74 3.38 £0.84 2.728 0.007 1.82(1.50,2.10) * 2.621 0.009
5 3 38 3.82+0.72 1.57(0.95,2.01) *
NSRS 2 H 43 3.85£0.80 3.408 0.001 1.70(1.13,1.88) * 3.078 0.002
X 69 3.33£0.78 1.84(1.48,2.14) *

" M(Qy,05)
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1 AJA IncRNA-SOX20T ik HCC H ¥ Kaplan-Meier 4 17
i<k
Fig.1 Kaplan Meier survival curve of HCC patients with different
IncRNA-SOX20T expressions

B2 RIA miR-122-5p Fik HCC 4% Kaplan-Meier A= £ i1 2%
Fig.2 Kaplan Meier survival curve of HCC patients with different

miR-122-5p expressions
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