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[Abstract] Objective To analyze the expression of SERPINEI] in gastric cancer and its clinical significance.Methods

The expression of SERPINEI in 33 kinds of cancer tissues was investigated by searching the TIMER database. By retrieving
the TCGA database, the RNA-Sep data and clinical information of 375 gastric cancer tissues and 32 paracancerous tissues were
downloaded, and the gene expression profile chips of 111 gastric cancer tissues and 21 paracancerous tissues were downloaded
by retrieving the GSE54129 data set of the GEO database. The TCGA data set and SERPINEI in the GSE54129 data set were
respectively used to analyze the expression differences between cancerous tissues and paracancerous tissues, COX analyzed the
impact of clinical baseline data and SERPINEI mRNA expression level on the prognosis of gastric cancer patients in TCGA da—
ta set. Kaplan Meier survival curve and ROC were drawn to analyze the relationship between SERPINE1 mRNA expression
and prognosis. Gene enrichment analysis (GSEA) was used to explore and predict SERPINEI involved pathways.Results
TIMER database analysis showed that SERPINEI was significantly highly expressed in 8 kinds of cancer tissues (P <0.05). The
analysis of TCGA data set and GSE54129 data set showed that the expression of SERPINEI in gastric cancer tissues was higher
than that in adjacent tissues (P <0.001). Multivariate COX analysis showed that high levels of pathological Stage4 and SER—

PINE1 mRNA expression were independent risk factors affecting the prognosis and survival time of gastric cancer patients
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[HR (95% CI)=3.061(1.107 — 8.464),1.778(1.224 — 2.582),P <0.05 ] . Kaplan-Meier survival curve analysis showed that the to—
tal survival time of the high expression group of SERPINE] was significantly lower than that of the low expression group (P <

0.001). ROC curve analysis showed that the area under the curve of SERPINEI expression predicting 15 3= and 5-year surviv—
al probability was 0.598, 0.649, and 0.731, respectively. GESA analysis showed that SERPINEI was correlated with epithelial

mesenchymal transformation, inflammatory reaction, cell apical junction complex, KRAS pathway, angiogenesis and other path—

ways. Conclusion The expression of SERPINEI in gastric cancer is obviously up-regulated, and its high expression indicates

poor prognosis of gastric cancer patients. SERPINEI can be used as a biological marker affecting the prognosis of gastric canc—

er patients, and as a potential therapeutic target.
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Tab.1 COX analysis of single/multiple factors influencing prognosis and survival of gastric cancer patients in TCGA database
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