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[Abstract] Objective To investigate the expression levels of long-chain non coding RNA (IncRNA) lysine oxidase
like 1-antisense RNA1 (LOXL1-AS1) and microRNA-3614-5p in the serum of patients with acute myocardial infarction, as well
as their predictive value for arrhythmia. Methods One hundred and forty-eight patients with acute myocardial infarction who
were hospitalized in the Department of Cardiology at the First Affiliated Hospital of Xi'an Jiaotong University from January
2021 to January 2023 were selected as the study subjects (acute myocardial infarction group). According to whether the patients
developed arrhythmia, they were divided into non arrhythmia subgroup (» =96) and arrhythmia subgroup (n =52). In addition,
148 healthy individuals who matched the general information of acute myocardial infarction patients during the same period
were selected as the healthy control group. Compare the levels of serum IncRNA LOXL1-AS1 and miR-3614-5p in each group;
Multivariate logistic regression analysis of the influencing factors of arrhythmia after acute myocardial infarction; Draw receiver
operating characteristic (ROC) curves to analyze the predictive value of serum IncRNA LOXLI1-AS1 and miR-3614-5p levels
for arrhythmia after acute myocardial infarction. Results Compared with the healthy control group, the level of IncRNA
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LOXL1-ASI increased and the level of miR-3614-5p decreased in the acute myocardial infarction group (#/P =16.248/<0.001,
8.397/<0.001); The number of vascular branches and IncRNA LOXL1-ASI1 levels in the arrhythmia subgroup were higher than
those in the non arrhythmia subgroup, while LVEF and miR-3614-5p levels were lower than those in the non arrhythmia sub—
group [x’(1)/P=14315/<0.001, 7.312/<0.001, 3.706/ <0.001, 7.656/ <0.001 ] ; The prediction results from Target Scan Hu—
man website show that IncRNA LOXLI-AS1 has a binding site with miR-3614-5p, indicating a possible targeting relationship;
The results of multivariate logistic regression analysis showed that high IncRNA LOXLI1-AS1 and multiple diseased vessel
branches were risk factors for arrhythmia after acute myocardial infarction, while high miR-3614-5p and LVEF were protective
factors [OR(95% CI) =3.542 (1.589 —7.896), 1.527 (1.081 —2.156), 0.721 (0.601 —0.865), 0.789 (0.664 —0.938)]; The AUC of
IncRNA LOXLI1-AS1, miR-3614-5p, and their combination in predicting arrhythmia after acute myocardial infarction were 0.
820, 0.890, and 0.932, respectively. The combination of the two was superior to their individual predictors (Z/P =3.470/0.001,
2.293/0.022). Conclusion The serum IncRNA LOXLI-AS]1 levels significantly increased and miR-3614-5p levels significantly

decreased in patients with arrhythmia after acute myocardial infarction. The combination of the two has good predictive value

for arrhythmia after acute myocardial infarction.
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Tab.1 Comparison of clinical data between non arrhythmic sub—
groups and arrhythmic subgroups in patients with acute
myocardial infarction

5 A JF/EE?fi”iiﬂE?ﬁ /D?(a‘“——jiziﬂ)ﬂﬁ APl PIE

PERI (%) 1 % 62(64.58)  35(67.31) 0.111 0.739

4 34(35.42) 17(32.69)

R (x £, %) 67.24 £7.05 69.15+7.36 1.549 0.123

s Lo [ %) ] 28(29.17) 19(36.54)  0.846 0.358

Hs [ %) 24(25.00) 15(28.85)  0.257 0.612

fe IS [ %) ] 35(36.46) 24(46.15) 1.323  0.250

EIGHAE (I %) 1 31(32.29)  22(42.31)  1.472  0.225

FAEMAA YR MY 66(68.75)  19(36.54) 14.315 <0.001

(Bl %) 1 W3Z/%£3 30(31.25) 33(63.46)

LVEF(x +5,%) 50.46 £5.32  47.15+£4.96 3.706 <0.001

LVEDD( x +5,mm) 50.32 £5.65 49.87+5.19 0.476 0.635

LVESD( x +5,mm) 36.79 £4.16 35.42+£3.95 1.946 0.054
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Tab. 2 Serum IncRNA LOXLI1-AS1, miR-3614-5p primer se—
quences

H ERiEIEY] TSI

IncRNA 5-GATATGTTGGATGAT- 5°-GATATGTTGGATG-

LOXLI-AS1 GGA3~ GATGA3~

miR3614-5p 5-AACAAGCCACTTG- 5’-CAGTGCAGGGTC-
GATCTGAAGG3” CGAGGT3

GAPDH 5-ACAACTTTGG- 5’-GCCATCACGCCA-
TATCGTGGAAGG3~ CAGTTTC3~

U6 5’-GACCTCTATGCCAA- 5" AGTACTTGCGCTCAG-
CACAGT3~ GAGGA3-
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Tab.3 Comparison of serum IncRNA LOXLI-ASI and miR3614-
Sp expression levels between healthy control group and a—

cute myocardial infarction group

4 %t IncRNA LOXLI-ASI  miR-3614-5p
fat B HE 21 148 1.03 £0.32 1.05 +0.33
Ak NIESEL 148 1.95 +0.61 0.78 +0.21

fH 16.248 8.397
P{E <0.001 <0.001
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(P <0.01) , L3 4.

x4 ARLAR R WA AOHKR AL IncRNA LOXLL-

AS1 . .miR3614-5p KKK HIL (2 x9)
Tab.4 Comparison of serum IncRNA LOXL1-ASI and miR-3614-
5p expression levels between non arrhythmia subgroups

and arrhythmia subgroups

HooH B%  IncRNA LOXLI-ASI  miR36145p
E I E &Ry 2] 96 1.68 £0.53 0.89 £0.27
DR A 52 2.45+0.74 0.58 +0.15
¢ 7.312 7.656
P 1A <0.001 <0.001

2.3 IncRNA LOXLI-AS1 #q] miR-3614-5p =115
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Vaxily
Bioinformatics analysis of IncRNA LOXL1-ASI targeting
miR3614-5p
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Tab.5 Multivariate logistic regression analysis of the influencing
factors of arrhythmia after acute myocardial infarction
B[R 2% BAH  SEAH Waldfi P{i ORfH  95%CI
IncRNA TOXLIASI 7 1.265 0.409 9.561 0.002 3.542 1.589 ~7.896
miR3614-5p & -0.327 0.093 12.372 <0.001 0.721 0.601 ~0. 865
JRARIMAS 8%  0.423 0.176 5.785 0.016 1.527 1.081 ~2.156
LVEF & -0.237 0.088 7.253 0.007 0.789 0.664 ~0.938
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LOXL1-ASI. miR-3614-5p £ [ 5. 0h i ) ( Z/P =
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Tab.6 Predictive value of serum IncRNA LOXL1-AS1 and miR-

3614-5p for arrhythmia after acute myocardial infarction

R AUC B A5
L
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=X

G 95% CI
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Fig.2 ROC curves of serum IncRNA LOXL1-AS1 and miR-3614-

5p predicting arrhythmia after acute myocardial infarction
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