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[Abstract] Objective To investigate the expression significance of serum long non-coding ribonucleic acid ( LncRNA)

FAF and inter alpha trypsin inhibitor heavy chain 4 (ITIH4) in patients with chronic heart failure ( CHF) and their prognostic val-
ue. Methods A total of 187 patients with CHF admitted to the Department of Emergency the Second Affiliated Hospital of Anhui
Medical University from January 2020 to January 2022 were selected as CHF group and then divided into Grade II subgroup ( 65
cases) grade [l subgroup (77 cases) and grade IV subgroup (45 cases) according to NYHA cardiac function classifica—
tion. In the same period 103 healthy volunteers were recruited as control group. Serum LncRNA FAF expression and ITIH4
level were detected and the incidence of major adverse cardiovascular events ( MACE) during follow-up was analyzed for 12
months after discharge. Multivariate Logistic regression analysis was conducted to analyze the factors affecting the occurrence
of MACE in CHF patients and the value of LncRNA FAF and ITIH4 in predicting the occurrence of MACE in CHF patients
was analyzed by receiver operating characteristic ( ROC) curve. Results Serum LncRNA FAF expression and ITTH4 level in
CHF group were lower than those in control group (/P =24.469/ <0.001 35.196/ <0.001) . Serum LncRNA FAF expres—
sion and ITIH4 level in grade IV group were lower than those in grade Il and grade I groups ( F/P =91.653/ <0.001 102.
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345/ <0.001) . Serum LncRNA FAF expression and ITIH4 level in MACE group were lower than those in non-MACE group
(¢/P=13.556/<0.001 6.293/<0.001) . NYHA grade IV and high level of NT-pro BNP were risk factors for MACE in
CHF patients high expression of LncRNA FAF and high level of ITIH4 were protective factors OR(95% CI) =4.627 (2.245
-9.538) 2.284 (1.505-3.468) 0.599 (0.425-0.844) 0.666 (0.478 —0.928) . The area under the curve of Ln—
cRNA FAF ITIH4 and combined detection in predicting the occurrence of MACE in CHF patients was 0. 796 0. 801 and
0.896 and the area under the curve of combined prediction was higher than that of single prediction ( Z =2.453 2.404 all
P <0.001) . Conclusion Serum LncRNA FAF expression and ITTH4 level are decreased in CHF patients and are associat—
ed with poor prognosis. Combining LncRNA FAF and ITIH4 can predict the risk of poor prognosis in CHF patients.

[Key words] Chronic heart failure; Fibroblast growth factorrelated factors; Inter alpha trypsin inhibitor heavy chain

4; Prognosis

- 419 -

( chronic heart failure CHF) 003)
CHF 1.2 (1) @D §
b (2018) ) CHF T
@ ( NYHA) In~v ;®
( LncRNA) 18 - (2) @D .
200 RNA  RNA N e
LncRNA  CHF HE))
z ( fibroblast @ N .
growth factor—related factors FAF) o
LncRNA LncRNA 1.3
( FGF9) 3 1.3.1 : CHF N
/ B( PI3K/AKT) N N N “NYHA N
.« 4( in- ( . ) .
ter alpha trypsin inhibitor heavy chain 4 ITIH4) N N N
. N ) N ( NT-proBNP) .
ITTH4 ( LVESD) .
N ( LVEDD) . (LVEF) o
f ITTH4 1.3.2 LncRNA FAF  ITIH4
ITIH4 / 5 ml
. LncRNA FAF. ITIH4
CHF o o GenElute™  RNA ( Sigma—
CHF LncRNA FAF.ITIH4 Aldrich ) RNA
CHF o RNA .
1 Revert Aid RT ( )
1.1 2020 1 —2022 1 RNA cDNA. CFX96 Touch™ PCR
CHF 187 ( Bio-Rad ) qRT-PCR PCR
CHF 112 75 55 ~77(65.87 cDNA 1 pl 0.4 nl 2 x SYBR
8.19) NYHA o 1l Green 10 ul ROC (50 x) 0.4 ul
65 I 77 N 45 ddH,0 20 pl. PCR : 95 C 30 s 95 C
103 5s 60 C 15s 40
65 38 56 ~78(65.11 £8.12) : LncRNA FAF 5’-CGCTAAAGGCACAGGGT-
2 . (P> CAG3” 5°-CACCAACCTTTCCCTTCCAGTC3";

0.05) ( YX2019- GAPDH ( ) 5-GGCACAGTCAAGGCT-



* 420 - 2024 23 4 Chin J Diffic and Compl Cas April 2024 Vol.23 No.4
GAGAATG3~ 5" ATGGTGGTGAAGACGCCAG- 2 CHF LncRNA FAF  ITIH4
TA-3". LncRNA FAF GAPDH (%x5)

Gene Pharma . o —AACT Tab.2 Comparison of serum LncRNA FAF and ITIH4 expression
ILncRNA FAF in patients with different CHF cardiac function grades
LncRNA FAF ITIH4( pg/L)
I 65 2.31+£0.33 155.34 £9.02
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BMG LABTECH o \ 45 1.75 +0.21 139.60 +10. 16
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MACE 41 MACE Tab.3 Comparison of serum LncRNA FAF and ITIH4 expression
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1.4 SPSS 25.0 LncRNA FAF ITIH4( pg/L)
o xts MACE 146 2.12+0.16 151.98 £11.69
' ( %) MACE 41 1.72 £0. 19 139.35 +10.05
, ' o t 13.556 6.293
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Tab.1 Comparison of serum LncRNA FAF and ITIH4 expression
CHF MACE (P<0.01)
between healthy control group and CHF group
LncRNA FAF. ITIH4 (P<
LncRNA FAF ITIH4( pg/L)
103 5.121.49 312.35 +56.30 0.01) 50

CHF 187 2.03 +0.65 149.21 £21.71
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Tab.5 Multivariate Logistic regression equation affecting MACE
in CHF patients
2.2 CHF NYHA LncRNA B SE Wald P OR(95% CI)
FAF  ITIH4 LncRNA FAF N 14.653 4.132 12.576 <0.001 -
ITIH4 vV m 1 0.326 0.295 1.221  1.385 1.385(0.777 ~2.470)
( P <0 01) 2 LVEF -0.211 0.193 1.195 0.809 0.810(0.555 ~1.182)
' ° NYHA IV 1.532 0.369 17.237 <0.001 4.627(2.245 ~9.538)
2.3 MACE MACE LncRNA FAF NT-proBNP 0.826 0.213 15.038 <0.001 2.284( 1.505 ~ 3. 468)
ITIH4 MACE LncRNA FAF . LncRNA FAF  —0.513 0.175 8.593  0.016 0.599(0.425 ~0.844)
ITIH4 MACE ITIH4 ~0.406 0.169 5.771  0.023 0.666(0.478 ~0.928)
(P<0.01) 3.
2.4 MACE MACE 2.6 LncRNA FAF ITIH4 CHF
MACE ~NYHA v N MACE LncRNA FAF  ITIH4 CHF
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4 MACE MACE
Tab.4 Comparison of clinical data in non-MACE subgroup and MACE subgroup
MACE  (n=146) MACE  (n=41) A P
(%) 89(60.96) 23(56. 10) 0.315 0.575
57(39.04) 18( 43.90)
(xxs ) 65.23 £3.26 68.16 £6.09 4.100 <0.001
(x s kg/m?) 23.65+1.52 24.06 £1.26 1.581 0.116
(%) 87(59.59) 25(60.98) 0.026 0.873
93( 63.70) 27(65.85) 0.065 0.799
80( 54.79) 23(56. 10) 0.022 0.882
(%) 62(42.47) 19( 46.34) 0.196 0.658
(%) 50( 34.25) 16(39.02) 0.320 0.572
NYHA (%) I 65(44.52) 8(19.51) 8.424 0.015
1 45(30.82) 18(43.90)
I\ 36(24. 66) 15(36. 59)
LVESD( x s mm) 43.79 £3.02 44.62 £3.41 1.511 0.133
LVEDD( x £s mm) 60.42 £6.11 61.24 +£5.24 0.782 0.435
LVEF(x +s %) 58.95+2.19 54.12 £3.75 10. 480 <0.001
TG( x £s mmol/L) 1.90 £0. 19 1.95+£0.21 1.454 0.148
TC(x +s mmol /L) 5.49 £0.59 5.51 £0.62 0.190 0.850
HDL-C( x +s mmol/L) 1.46 £0.27 1.42 £0.23 0.864 0.389
LDL-C( x £s mmol/L) 3.36 £0.32 3.43 £0.36 1.204 0.230
FPG( x +s mmol/L) 8.75+1.33 8.92 £1.56 0.695 0.488
WBC(x+s x10°/1) 9.96 £2.41 10.35 £2.65 0.896 0.372
ANC(x+s x10°/L) 5.16 £1.32 5.32£1.65 0.648 0.518
NT-proBNP( x s ng/L) 657.54 +203.72 1029.46 +£316.49 9.040 <0.001
MACE ROC
( AUC) : LncRNA FAF. ITIH4
CHF MACE
0.796.0.801.0. 896
(Z=2.453.2.404 P <0.001) 6 1.
6 LncRNA FAF  ITTH4 CHF MACE ROC
Tab.6 ROC curve parameters of LncRNA FAF and ITIH4 in pre—
dicting MACE in CHF patients
AUC(95% CI)
LncRNA FAF <1.93 0.796(0.731 ~0.851) 0.780 0.794 0.575
1 LncRNA FAF  ITIH4 CHF MACE ROC

ITIH4 <142.65 pg/L0.801(0.737 ~0.856) 0.829 0.836 0.665
0.896(0.843 ~0.936) 0.951 0.856 0.807
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