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[Abstract] Objective To explore the correlation between the expression of long non-coding RNA cancer susceptibili—
ty candidate 2 ( IncRNA CASC2) microRNA-532-3p ( miR-5323p) in breast cancer ( BC) tissue and the survival of patients
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within 5 years after surgery. Methods A total of 127 BC patients admitted to Department of General Surgery the Fifth Peo—
ples Hospital of Datong City from January 2015 to June 2018 were selected BC tissues and para-eancer normal tissues were
collected during the operation and the expressions of IncRNA CASC2 and miR-532-3p in BC tissues and para-cancer normal
tissues were detected by fluorescence quantitative PCR; the BC patients were followed up for 5 years after surgery the survival
and death of the patients within 5 years were recorded. The expressions of IncRNA CASC2 and miR-532-3p in para-cancer
normal tissues and BC tissues the expression differences of IncRNA CASC2 and miR-532-3p in BC tissues in different clinico—
pathological characteristics the clinicopathological characteristics and the expressions of IncRNA CASC2 and miR-532-3p in
BC tissues of survival group and death group were compared. Analyze the correlation between the expression of IncRNA
CASC2 and miR-5323p in BC tissue the relationship between the expression of IncRNA CASC2 and miR-5323p in BC tissue
and postoperative S—year survival the factors affecting postoperative S—year survival of BC patients and the predictive value of
IncRNA CASC2 and miR-532-3p for postoperative S-year survival of BC patients. Results The expression level of IncRNA
CASC2 in BC tissues was significantly lower than that in para-cancer normal tissues and the expression level of miR-532-3p in
BC tissues was significantly higher than that in para-eancer normal tissues (/P =38.239/ <0.001 49.406/ <0.001) . The
proportion of patients with tumor diameter = 2 cm TNM stage [l low differentiation of tumors and lymph node metastasis in
IncRNA CASC2 low expression group were higher than in the high expression group while the miR-5323p low expression
group was lower than that in the high expression group ( IncRNA CASC2: y*/P = 17.361/< 0. 001 17.052/ < 0. 001
14.694/ <0.001 13.173/ <0.001 miR-5323p: )’ /P =10.733/0.001 9.813/0.002 10.134/0.001 7.444/0.006) .
127 BC patients were followed up for 5 years after surgery without loss of follow-up 99 cases survived ( survival group) 28
cases died ( death group) . The proportion of patients with tumor diameter = 2 cm TNM stage I low differentiation of
tumors lymph node metastasis and miR-532-3p expression level in the death group were higher than in the survival group
while the IncRNA CASC2 expression level in the death group was lower than in the survival group y*(t) /P =5.211/0.022
27.149/ <0.001 27.990/ <0.001 4.590/0.032 19.155/<0.001 10.818/<0.001 . LncRNA CASC2 was negatively
correlated with miR-532-3p expression in BC tissues (r/P = —0.561/ <0.001) . The 5-year overall survival rate of BC pa—
tients after surgery in the IncRNA CASC2 high expression group was 89.23% (58/65) higher than that in the IncRNA CASC2
low expression group 66. 13% (41/62) (y*/P =9.854/0.002) ; the 5-year overall survival rate of BC patients after surgery
in the miR-532-3p high expression group was 65.57% (40/61) lower than that in the miR-5323p low expression group 89.
39% (59/66) (x°/P=10.466/0.001) . Tumor diameter = 2 cm TNM stage Il low differentiation of tumors lymph node
metastasis IncRNA CASC2 low expression and miR-532-3p high expression were all independent risk factors affecting the
survival of BC patients within 5 years after surgery HR(95% CI) =2.255(1.192 -4.263) 2.143 (1.252 -3.666) 3.089
(1.386-6.887) 2.219 (1.223 -4.026) 2.606 (1.174-5.788) 2.855 (1.592 —-5.120) . The area under curve
( AUC) of IncRNA CASC2 miR-5323p their combined in predicting postoperative S-year survival of BC patients was 0.
840 0.852 and 0.908 respectively AUC predicted by the combination of the two methods was higher than that predicted by
IncRNA CASC2 and miR-5323p separately ( Z/P =2.246/0.025 2.033/0.042) . Conclusion The expression of IncRNA
CASC2 is down-regulated and the expression of miR-532-3p is upregulated in BC tissues and the changes in BC patients who
died within 5 years after surgery are more significant than those who survived. The expressions of both are correlated with clini-
copathological characteristics and are of high value in predicting the survival of BC patients within 5 years after surgery.
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Tab.1 IncRNA CASC2 miR-532-3p primer sequences

IncRNA CASC2 5’ -GCTGATCAGAGCACA- 5’ -ATAAAGGTGGCCACA-

TTGGA3’ ACTGC3’

miR-5323p 5’ -GAATATTCCTCCCACA- 5" -TATGGTTTTGACGACT-
CCCA3’ GTGTGAT3’

GAPDH 5" TACAGGACAGTCAGT- 5’ -ACATCTAGCTTAGGA-
GGTGGTA3’ ATGTGGC3’

U6 57 -GCTTCGGCAGCACAT- 5’ -CGCTTCACGAATTTGC-

ATACTAAAAT3’ GTGTCAT3’
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Tab.2  Comparison of IncRNA CASC2 and miR-532-3p expres—
sion between normal tissue adjacent to cancer and BC tis—
sue

IncRNA CASC2 miR-5323p
127 1.00 £0.05 1.00 £0.07
BC 127 0.59 £0.11 3.17 £0.49
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Tab.3 Comparison of differences in IncRNA CASC2 and miR-532-3p expression levels in BC tissues among patients with different clinical

and pathological characteristics

IncRNA CASC2 miR-532-3p
X P X P
(n=65) (n=62) (n=61) (n=66)
=52 63 30(46.15)  33(53.23) 0.635 0.426 32(52.46)  31(46.97) 0.382 0.536
<52 64 35(53.85)  29(46.77) 29(47.54)  35(53.03)
69 34(52.31)  35(56.45) 0.220 0.639 37(60.66)  32(48.48) 1.893 0.169
58 31(47.69)  27(43.55) 24(39.34)  34(51.52)
=2 cm 62 20(30.77)  42(67.74) 17.361 <0.001 39(63.93)  23(34.85) 10.733 0.001
<2 cm 65 45(69.23)  20(32.26) 22(36.07)  43(65.15)
TNM I ~1 84 54(83.08)  30(48.39) 17.052 <0.001 32(52.46)  52(78.79) 9.813 0.002
I 43 11(16.92)  32(51.61) 29(47.54)  14(21.21)
N 88 55(84.62)  33(53.23) 14. 694 <0.001 34(55.74)  54(81.82) 10. 134 0.001
39 10(15.38)  29(46.77) 27(44.26)  12(18.18)
59 20(30.77)  39(62.90) 13.173 <0.001 36(59.02)  23(34.85) 7.444 0. 006
68 45(69.23)  23(37.10) 25(40.98)  43(65.15)
Luminal A 37 17(26.15)  20(32.26) 0.573 0.449 19(31.15)  18(27.27) 0.231 0.631
Luminal B 35 18(27.69)  17(27.42) 16(26.23)  19(28.79)
HER2 25 14(21.54)  11(17.74) 11(18.03)  14(21.21)
30 16(24.62)  14(22.58) 15(24.59)  15(22.73)
4 BC IncRNA CASC2.miR-5323p

Tab.4 Comparison of clinical pathological characteristics and IncRNA CASC2 and miR-532-3p expression in BC tissues between survival

and death groups

(n=99) (n=28) X/t P
(%) =52 63 A7(47.47) 16(57. 14) 0.816 0.366
<52 64 52(52.53) 12(42. 86)
(%) 69 54(54.55) 15(53.57) 0.008 0.927
58 45(45.45) 13(46.43)
(%) =2 cm 62 43(43.43) 19( 67. 86) 5.211 0.022
<2 cm 65 56(56.57) 9(32.14)
TNM (%) I ~1 84 77(77.78) 7(25.00) 27.149 <0.001
I 43 22(22.22) 21(75.00)
(%) . 88 80( 80.81) 8(28.57) 27.990 <0.001
39 19(19.19) 20(71.43)
(%) 59 41(41.41) 18( 64.29) 4.590 0.032
68 58(58.59) 10(35.71)
(%) Luminal A 37 29(29.29) 8(28.57) 0.006 0.941
Luminal B 35 29(29.29) 6(21.43)
HER2 25 18( 18.18) 7(25.00)
30 23(23.23) 7(25.00)
IncRNA CASC2( & +35) 127 0.65 +0.13 0.38 +0.04 10.818 <0.001

miR-5323p(x x5) 127 2.71 £0.41 4.80+0.77 19.155 <0.001
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Tab.6 Analysis of the value of IncRNA CASC2 and miR-5323p
in predicting the survival of BC patients within 5 years af-

ter surgery

AUC 95% CI
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Fig.2 ROC curves of IncRNA CASC2 and miR-532-3p predicting

survival within 5 years after surgery in patients with BC
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