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[Abstract] Objective To investigate the relationship between serum levels of long chain non coding RNA MEG3 (In—
cRNA MEG3), microRNA223 (miR223) and abdominal aortic calcification (AAC) in peritoneal dialysis patients. Methods
From September 2020 to September 2021, 100 peritoneal dialysis patients admitted to the Department of Nephrology of Xi—
aogan Hospital affiliated to Wuhan University of Science and Technology were selected as the research objects. According to
the results of abdominal CT, they were divided into 52 AAC patients and 48 non AAC patients. At the same time, the patients
in AAC group were divided into mild AAC subgroup (31 cases) and severe AAC subgroup (21 cases). The expression of ser—
um IncRNA MEG3 and miR-223 in the two groups was detected by real-time fluorescent quantitative PCR. The correlation be—
tween serum IncRNA MEG3 and miR223 in peritoneal dialysis patients with AAC and general data and biochemical indicators
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was evaluated by Pearson or Spearman methods. The predictive value of serum lncRNA MEG3 and miR223 in peritoneal dial—
ysis patients with AAC was evaluated by ROC curve; Logistic regression was used to analyze the influencing factors of AAC in
peritoneal dialysis patients. Results Age, diabetes ratio, phosphorus (P), abdominal aortic calcification score and serum In—
¢RNA MEG3 in AAC group were higher than those in non AAC group t(x’) /P =6.465/<0.001, 5.364/0.021, 2.639/0.010,
31.766/ <0.001, 8.428/<0.001 , 25 hydroxyvitamin D3 and serum miR-223 were lower than those in non AAC group (t/P =
14.847/<0.001, 8.461/ < 0.001); Serum IncRNA MEG3 and abdominal aortic calcification scores in severe AAC subgroup
were higher than those in mild AAC subgroup, and serum miR-223 was lower than those in mild AAC subgroup (t =5.728, 19.
959, 6.934,P <0.001); There was a negative correlation between serum IncRNA MEG3 and miR-223 levels in AAC patients
undergoing peritoneal dialysis (r = —0.552,P <0.001). Age, diabetes, P, abdominal aortic calcification score of AAC patients
undergoing peritoneal dialysis were positively correlated with ncRNA MEG3 (r/P =0.513/0.004, 0.496/0.010, 0.504/0.008, 0.
522/0.001), and negatively correlated with miR-223 (r/P = -0.502/0.006, -0.495/0.010, —0.491/0.009, -0.514/0.003); 25
hydroxyvitamin D3 was negatively correlated with serum IncRNA MEG3 (r/P = -0.512/0.008) and positively correlated with
miR223 (/P =0.514/0.006). The area under the curve (AUC) of serum IncRNA MEG3, miR223 and their combination in
predicting AAC in peritoneal dialysis patients were 0.898, 0.823 and 0.942, respectively. The combined predictive value of the
two was higher than that of single prediction (Z/P =1.667/0.048, 2.441/0.007); The elevated level of serum IncRNA MEGS3 is
an independent risk factor for AAC in peritoneal dialysis patients OR (95% CI) =2.648 (1.445 —4.852) , and the elevated lev—
el of miR223 is a protective factor OR(95% CI) =0.884(0.830 —0.941) .Conclusion LncRNA MEG3 and miR223 are in—
dependent influencing factors of AAC in peritoneal dialysis patients respectively. Detection of the changes of these two indica—
tors can help predict the occurrence and severity of AAC in peritoneal dialysis patients.
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1 AAC AAC
Tab.1 Comparison of clinical data and biochemical indicators between non AAC group and AAC group
AAC  (n=48) AAC  (n=52) % P
(%) 24(50.00) 25(48.08) 0.037 0.848
(xxs ) 50.76 £12.58 65.48 £10. 14 6.465 <0.001
BMI( % =5 kg/m?*) 22.95+ 3.14 23.07 £ 3.05 0.194 0.847
(xxs ) 45.48 +12.74 48.26 +15.18 0.988 0.326
SBP( x +s mmHg) 132.47 £13.26 135.29 +14.09 1.029 0.306
DBP( x +s mmHg) 82.64x 9.72 85.20 £9.85 1.307 0. 194
(%) 43(89.58) 45(86. 54) 0.219 0.640
(%) 2( 4.17) 10( 19.23) 5.364 0.021
(%) 13(27.08) 10( 19.23) 1.732 0.785
18( 37. 50) 19( 36. 54)
15(31.25) 19( 36. 54)
1( 2.08) 3( 5.77)
1( 2.08) 1( 1.92)
(%) 0 2( 3.85) 1.884 0.170
HDL-C(x £s mmol/L) 1.02+ 0.21 0.96 + 0.20 1.463 0.147
LDL-C( x £s mmol/L) 2.24+ 0.70 2.25+ 0.68 0.072 0.942
TC(x +s mmol/L) 4.05+ 0.52 4.12+ 0.58 0.634 0.528
TG(x +s mmol/L) 1.27 + 0.42 1.32+ 0.54 0.514 0.609
Hb(x £s g/L) 96.43 +20.04 98.75 +18.72 0.599 0.551
Alb(x £s g/L) 35.93+ 2.76 34.86 = 3.45 1.704 0.092
P(x +s mmol/L) 1.24 + 0.31 1.43 £ 0.40 2.639 0.010
Ca( x +s mmol/L) 2.02+ 0.29 2.04+ 0.27 0.357 0.722
25— D3( x +s nmol/L) 12.46 = 3.01 5.42+ 1.56 14.847 <0.001
(xxs ) 2.06+ 0.43 6.56 + 0.89 31.766 <0.001
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IncRNA MEG3 miR-223
AAC 31 1.26 £0.24 0.82+0.19
AAC 21 1.76 £0.39 0.47 £0.16
t 5.728 6.934
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AAC IncRNA MEG3 N NN Tab. 6 the value of serum IncRNA MEG3 miR-223 levels in pre—
25— D3 dicting AAC in peritoneal dialysis patients
( P <O0. 05) X miR223 N N N Cut-off AUC 95% CI Youden
25- D3
IncRNA MEG3 1.18 0.898 0.840 ~0.956 0.827 0.854 0.681
(P<0.05) - Se miR-223 0.84 0.823 0.738~0.909 0.769 0.792 0.561
2.5 IncRNA MEG3 .miR223 — 0.942 0.901 ~0.984 0.885 0.856 0.781
AAC
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d 3 . .3 . . . . ~4. .
IncRNA MEG! 0.974 0.309 9.932 0.002 2.648 1.445 ~4.852 IncRNA MEG3 >1.18 miR223 <0. 84
miR-223 -0.123 0.032 14.846 <0.001 0.884 0.830 ~0.941
0.265 0.226 1.379 0.240 1.304 0.837 ~2.031 AAC
0.097 0.130 0.558 0.455 1.102 0.854 ~1.422 °
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IncRNA MEG3 ~miR223
3
940 °
N ° AAC
. 52.00% AAC IncRNA
. CT . .
¢ MEG3 + miR223 o IncRNA MEG3. miR223
A AAC
2 CT
100 52
AAC 52.00% AAC
. CT
miR223 ; . .
13
8 miR-223
. Tang SCW Lai KN. Peritoneal dialysis: the ideal bridge from conser—
miR-223 . .
s vative therapy to kidney transplant J . J Nephrol 2020 33(6):
o Zhang ‘ 1189-194. DOL: 10. 1007 /s40620-020-00787 0.
IncRNA MEG3
miR223 I 2019 39(5) : 860—
864. DOI: 10.3760/cma. j. issn. 1673-4416.2019.05.025.
. Zhou CJ Cao J Zhang X et al. The incidence and related factors of vas—
IncRNA MEG3 ~miR223 . L . o
cular calcification in patients with maintenance peritoneal dialysis J .
AAC International Journal of Urology and Nephrology 2019 39( 5) : 860—
ACC o 16 864. DOI: 10.3760/cma. j. issn. 1673-4416.2019. 05.025.

IncRNA MEG3

IncRNA MEG3

Fonseca LF Aradjo AB Quadros KRDS et al. AGEs accumulation is
related to muscle degeneration and vascular calcification in peritoneal
dialysis patients J .J Bras Nefrol 2021 43(2):191499. DOLI: 10.
1590/2175-8239-JBN-2020-0119.
. IncRNA MEG3 miR21  ceRNA
I 2020 47(1):3538. DOIL: 10.



* 1168 -

2022 11

11 Chin J Diffic and Compl Cas November 2022 Vol.21 No. 11

3760 /cma. j. issn. 1673-422X. 2020. 01. 006. 10 MeléndezRamirez G Soto ME Meave A et al. Aortic calcification in
Li X Huang JX. Role of IncRNA MEG3 as ceRNA of miR-21 in takayasu arteritis: risk factors and relationship with activity and vascu—
cancer J .J Int Oncol 2020 47( 1) :3538. DOI: 10.3760/cma. j. lar lesion. It is not only an aging question J . ] Clin Rheumatol
issn. 1673-422X.2020.01. 006. 2021 27(6S) : S265-5273. DOL: 10. 1097 /RHU. 0000000000001527.

5 Li Z Han L Liang Q et al. Long noncoding RNA MEG3 contributes to 11 Duan M Zhao WL Zhou L et al. Omics research in vascular calcifi-
dysfunction of brain microvascular endothelial cells after intracerebral cation J . Clin Chim Acta 2020 511( 1) :319-328. DOL: 10. 1016/
hemorrhage by regulating the miR4930-5p/Mlltl axis J . Brain Res j. cca. 2020. 10. 022.

Bull 2021 166( 1) : 141. DOL: 10. 1016/j. brainresbull. 2020. 10. 002. 12 Zhang L. Li L Feng G et al. Advances in CT techniques in vascular

6 Zhang Y Wang YF Zhang L. Reduced platelet miR-223 induction in calcification J . Front Cardiovasc Med 2021 8:716822. DOL: 10.
kawasaki disease leads to severe coronary artery pathology through a 3389 /fcvm. 2021. 716822.
miR-223 /PDGFRB vascular smooth muscle cell axis J . Circ Res 13 Su F Shi M Zhang J et al. MiR223 /NFATS signaling suppresses
2020 127 ( 7): 855-873. DOL 10. 1161/CIRCRESAHA. arterial smooth muscle cell proliferation and motility in vitro J . Ag—
120.316951. ing ( Albany NY) 2020 12(24) :26188-26198. DOI: 10. 18632 /ag—

7  Hendriks EJE De Jong PA Beulens JWJ et al. Annularity of aorto— ing. 202395.
iliac arterial calcification and risk of allcause and cardiovascular mor— 14 miR-223
tality J . JACC Cardiovasc Imaging 2018 11( 11): 17184719. I 2020 28(4): 310-
DOI: 10. 1016/j. jemg. 2018.01. 029. 315. DOL: 10. 3969 /j. issn. 1007-3949.2020. 04. 009.

8  Kauppila LI Polak JF Cupples LA et al. New indices to classify lo— Hai YC Li Y Zhang JC et al. miR223 deficiency aggravates vascu—
cation severity and progression of calcific lesions in the abdominal lar inflammation and atherosclerosis J . Chin J Arterioscler 2020
aorta: a 25-year follow-up study J . Atherosclerosis 1997 132(2) : 28(4) :310315. DOI: 10. 3969 /j. issn. 1007-3949. 2020. 04. 009.
245-250. DOIL: 10. 1016 /50021 -9150( 97) 00106-8. 15 Zhang Y Liu X Bai X et al. Melatonin prevents endothelial cell pyropto—

9 sis via regulation of long noncoding RNA MEG3/miR-223/NLRP3 axis

9 J .J Pineal Res 2018 64(2) : e12449. DOI: 10. 1111 /jpi. 12449.
J . 2020 42( 8):934937. DOLI: 10. 16 RNA 3
11675/j. issn. 0253-4304.2020. 08. 02. I 2019 46(3): 134-
He XW Xu YX Zhang JZ et al. Serum levels of osteopontin vascular 136. DOL: 10.3969/j. issn. 1673-6583.2019. 03. 002.
endothelial growth factor and matrix metalloproteinase 9 and their re— Chen ZZ Qi C Wang JN. The role of long non-ecoding RNA MEG3 in
lationship with vascular calcification in patients undergoing mainte— cardiovascular disease J . Int J Cardiovasc Dis 2019 46(3) : 134-
nance hemodialysis J . Guangxi Medical Journal 2020 42(8) :934- 136. DOI: 10.3969/j. issn. 1673-6583.2019. 03. 002.
937. DOL: 10. 11675/j. issn. 0253-4304.2020. 08. 02. ( 12022 -07 - 15)
1162 ) Li YY Wu Y Yu HL et al. The impact of inflammatory factors and
16 2 renal function of enalapril combined with amlodipine besylate for dia—
J . 2022 25(8):841. DOL 10. betic nephropathy with hypertension J . Chin J Diffic and Compl
16658 /j. enki. 1672-4062.2022. 08. 008. Cas 2021 20( 8): 761964. DOIL: 10. 3969/j. issn. 1671-6450.
Wan L. Analysis of the clinical effect of dulaglutide combined with 2021.08.002.
Da—pagliflozin in patients with type 2 diabetic nephropathy J . Dia— 19
betes New World 2022 25(8) :841. DOI: 10. 16658 /j. cnki. 1672 I 2021 38(4) :230-232.
4062.2022. 08. 008. DOI: 10.3969/j. issn. 1001-9057.2021. 04. 005.
17 Wang J Li XY Liu L et al. Effectiveness and safety of hemoperfusion
. ] . combined with hemodialysis in patients with diabetic nephropathy
2020 19(7): 705708 713. DOI: 10. 3969/j. issn. 1671-6450. J . Joumnal of Clinical Internal Medicine 2021 38( 4) : 230232.
2020.07.014. DOL: 10. 3969 /j. issn. 1001-9057. 2021. 04. 005.
Huang XL Wu Y Yu HL et al. Effects of telmisartan combined with 20
alprostadil on oxidative stress immune inflammatory response and J. 2020 36(2) : 106
renal func—ion in diabetic nephropathy J . Chin J Diffic and Compl 109. DOL: 10. 13699 /j. enki. 1001-6821.2020. 02. 003.
Cas 2020 19(7) : 705708 713. DOL: 10. 3969 /j. issn. 1671-6450. Wei Y Jin JH Hou PC. Clinical trial of liraglutide combined with
2020.07.014. telmisartan in the treatment of patientswith diabetic nephropathy J .
18 The Chinese Journal of Clinical Pharmacology 2020 36 (2): 106—
7. 109. DOL: 10. 13699/j. cnki. 1001-6821.2020. 02. 003.
2021 20( 8):761964. DOI: 10. 3969 /j. issn. 1671-6450. ( 12022 - 06 -29)

2021.08.002.



