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[# ZE] B R rERER AR (AML) B LT LncRNA XIST miR-196b 235 5 AR BARE LK Bils
MXFR, FHik L2016 43 A —2020 4F 3 [ PN 52w BERMR 4 B B2 B i i M RHIGE AML A8 2% 88 14 AML 41,
(i) 399 2= e R R A A Al B 3 41 81 DMy ft e X IR, SR P 52 B ¢ D' 2 ok 3R T4 S 0L ( RT-qPCRY) ¥ 4 U L % LncRNA
XIST .miR-196b ik, HEAN [F]IG AR FRAFAE AML M35 78 LncRNA XIST \miR-196b ik 255, /38T LncRNA XIST
5 miR-196b Z [AIAH X HELL & LncRNA XIST miR-196b 5 AML B E WS XEER, R AML 41075 LncRNA XIST,
miR-196b F2ik 5 THEEEXT R4 (1/P =12. 820/ <0.001 .14.405/ <0.001) , NCCN 432 =16 BaEAMENE A 40it4 =
10 x 10°/L ) AML FB3# 1178 LncRNA XIST ,miR-196b ik i 3 5 T NCCN /A% E  TEHESMZ I A 4144 < 10 x
10°/L i) AML £ # ( LncRNA XIST: t/P = 8. 410/ < 0. 001.5. 830/ < 0. 001, 5. 430/ < 0. 001 ; miR-196b; t/P =
7.261/ <0.001.5.658/ <0.001.10.329/ <0.001) , AML 2 Ifi.3#% LncRNA XIST 5 miR-196b &3k 2 IEAH I (/P =
0.423/ <0.001) .5 LncRNA XIST %35 |7 miR-196b ik AML % 0S FRAL T LncRNA XIST %3k ik miR-196b 3
K (/P =12.290/ <0.001.5.413/0.012) , Cox [IJA4HT /R ,NCCN 434 & & BB/ A AT 450 =10 x 10°/L,
1 LncRNA XIST 23k | = miR-196b # k2 AML B E BUS R R ER K[ OR(95% CI) =1.881(1.201 ~
2.947) 1.540(1.113 ~2.133) .1.484(1.180 ~1.767) .1.655(1.172 ~2.337) .1.508 (1. 171 ~1.942) ], #45it AML
S LncRNA XIST miR-196b FRis#H4 e, H 5 AML BRI R EAFAE L) KR RIS B R AH K,

[RER]  SPERER HU0AR ; I R U5 5 U MEEZ IR s KB R R A A% 1R

[RE52ES] R733.71 [ #EtiRIRAE] A

The expression and clinical significance of serum LncRNA XIST and miR-196b in patients with acute myeloid leuke-
mia Wang Jingyan, Huang Bintao, Gao Da, Li Huiping, Han Donghai. Department of Hematology, Inner Mongolia Medi-
cal University Affiliated Hospital, Inner Mongolia , Hohhot 010010, China

Corresponding author: Huang Bintao, E-mail: huangbintao1979@ sina. com

Funding program Natural Science Foundation of Inner Mongolia (2023LHMS08015) ; General Project of Inner Mongolia Medi-
cal University (YKD2022MS014)

[ Abstract] Objective To investigate the relationship between the expression of serum IncRNA XIST and miR-
196b, clinical pathological features, and prognosis in patients with acute myeloid leukemia (AML). Methods A total of 88
AML patients admitted to the Hematology Department of Inner Mongolia Medical University Affiliated Hospital from March
2016 to March 2020 were selected as the AML group, while 41 health examination volunteers from the hospital during the
same period were selected as the healthy control group. Real time fluorescence quantitative polymerase chain reaction (RT-
qPCR) was used to detect the expression of serum LncRNA XIST and miR-196b. Compare the expression differences of ser-
um LncRNA XIST and miR-196b in AML patients with different clinical and pathological characteristics, analyze the correla-
tion between LncRNA XIST and miR-196b, and the relationship between LncRNA XIST and miR-196b and the prognosis of
AML patients. Results The expression of serum LncRNA XIST and miR-196b in the AML group was higher than that in
the control group (¢/P=12.820/ <0.001, 14405/ <0.001).The expression of serum LncRNA XIST and miR-196b in AML pa-
tients with NCCN grading high-risk, extramedullary infiltration, white blood cell count =10 x 10°/L is higher than that in NC-
CN grading with low to medium risk, no extramedullary infiltration, and white blood cell count <10 x 10°/L AML patients
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(LncRNA XIST: t/P=8410/ <0.001, 5.830/ <0.001, 5430/ <0.001; miR-196b: t/P=7261/ <0.001, 5.658/ <0.001, 10329/ <0.001).
There is a positive correlation between serum LncRNA XIST and miR-196b expression in AML patients (7P =0423/<0.001).
The OS rate of AML patients with high LncRNA XIST expression and high miR-196b expression is lower than that of low
LncRNA XIST expression and low miR-196b expression ( x°/P= 12290/ <0.001, 5413/0.012). Cox regression analysis showed
high risk of NCCN grading, extramedullary infiltration, and white blood cell count = 10 x 10°/L, high LncRNA XIST expres-
sion, and high miR-196b expression are risk factors for poor prognosis in AML patients [ OR (95% CI)=1881 (1201 —2.947),
1.540 (1.113 -2.133), 1484 (1.180 — 1.767), 1.655 (1.172 —2337), and 1.508 (1.171 —1942)].Conclusion The expression of Ln-
cRNA XIST and miR-196b in serum of AML patients is increased, which is related to the malignant clinical and pathological

characteristics of AML and the occurrence of adverse prognosis.
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Tab.3 COX regression analysis of multiple factors affecting the

prognosis of AML patients

B % B SEH Wald i P1Hi HR(95% CI)
HELI 10.658 2.452 18.893 <0.001 -
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miR-196b & 0.4110.129 10.151 <0.0011.508(1.171 ~1.942)
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