* 1176 ¢ 2023 11 22 11 Chin J Diffic and Compl Cas November 2023 Vol.22 No.11

[DOI]1 10.3969 / j.issn.1671-6450.2023.11.011 .

circFOXP1 circMAP3K4

( WJ2017S006)
: 430050 ( N N N ) ; 430070 ( )
E-mail: 1637392145@ qq.com

[ 1 ( GDM) RNA P1( circFOXP1)  circMAP3K4
o 2021 11 —2022 11 GDM
128 GDM 128 PCR( qPCR) circ—
FOXP1 circMAP3K4 ; Pearson GDM circFOXP1 circMAP3K4 B
( ROC) circFOXP1  circMAP3K4  GDM o Logistic GDM
o GDM (TG) . ( LDLC) . ( FPG) .
( FINS) ( HDL-C) (¢/P=23.019/<0.001. 7.081/<0.001.
36.805/<0.001.22.069/< 0. 001 3.341/0.001) . GDM circFOXP1
circMAP3K4 (t/P=11.630/<0.001.12.061/<0.001) . GDM circFOXP1  circeMAP3K4
(r/P=-0.302/0.001) . circFOXP1. circMAP3K4 GDM AUC
(Z/P=2.207/<0.001.2.029/0.023) . FPG .circFOXP1 circMAP3K4 GDM OR
(95%CI) = 2.017( 1.280~3.178) .2.955( 1.454~6.008) .3.154( 1.735~5.734) . GDM circFOXP1
circMAP3K4 GDM o
[ )| ; RNA P1; circMAP3K4
[ 1 R587.1; R714.256 [ 1 A

Clinical significance of the changes of circFOXP1 and circMAP3K4 gene expression in serum of pregnant women with
diabetes Xiao Bo" Fang Juan Zhang Yuanyuan Wang Yan Wau Lirong.” Department of Obstetrics and Gynecology Han—
yang Hospital Affiliated to Wuhan University of Science and Technology Hubei Province Wuhan 430050 China
Corresponding author: Wu Lirong E-mail: 1637392145@ gq.com
Funding program: Hubei Natural Science Foundation Project ( WJ20175006)

[Abstract] Objective To explore the changes and clinical significance of serum cyclic RNA forkhead box protein
P1 (circFOXP1) and circMAP3K4 gene expression in patients with gestational diabetes (GDM). Methods  From November
2021 to November 2022, 128 GDM patients in the Department of Obstetrics and Gynecology of Hanyang Hospital Affiliated
to Wuhan University of Science and Technology were selected as the GDM group, and 128 healthy pregnant women in the
hospital were selected as the control group at the same time. Real time fluorescent quantitative PCR (qPCR) was used to detect
the expression of circFOXP1 and circMAP3K4 genes in serum; Pearson method was used to analyze the correlation between
the expression of circFOXP1 and circMAP3K4 in serum of GDM patients. The diagnostic value of serum circFOXP1 and cir—
cMAP3K4 in GDM was analyzed using receiver operating characteristic curve (ROC) analysis. Logistic regression analysis of
factors affecting the occurrence of GDM. Results  Compared with the control group, the levels of triglyceride (TG), low-den—
sity lipoprotein cholesterol (LDL-C), fasting plasma glucose (FPG), and fasting insulin (FINS) in the GDM group were signifi—
cantly increased, and the levels of High-density lipoprotein cholesterol (HDL-C) were significantly reduced P =23.019/<0.
001, 7.081/<0.001, 36.805/<0.001, 22.069/<0.001, 3.341/0.001). Compared with the control group, the GDM group showed a
decrease in serum circFOXP1 gene expression and an increase in circMAP3K4 gene expression ¢P =11.630/<0.001, 12.061/<

0.001). There is a negative correlation between the expression of circFOXP1 and circMAP3K4 gene in the serum of GDM pa—
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tients /P =-0.302/0.001). The combined diagnosis of circFOXP1 and circMAP3K4 in serum resulted in a higher incidence of
AUC in GDM compared to individual diagnosis /P =2.207/<0.001, 2.029/0.023). High FPG expression, low circFOXP1 ex—
pression, and high circMAP3K4 expression are risk factors for GDM occurrence OR (95% CI) =2.017 (1.280-3.178), 2.955
(1.454-6.008), 3.154 (1.735-5.734) .Conclusion The serum of GDM patients shows low expression of circFOXP1 and

high expression of circMAP3K4, which can serve as auxiliary diagnostic markers for GDM.
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Tab.l Comparison of clinical data between control group and
GDM group pregnant women
(n=128) GDM (n=128) 1 P
() 27.25+2.91 27.5085684  0.495
() 25.25+3.47 25.5083%0  0.567
BMI( kg/m?) 25.92+2.87 25.8582GDP  0.841
() 1.50+0.24 1.5080Q5  1.000
TC( mmol /L) 5.26+0.68 5.348016  0.330
TG( mmol /L) 1.56+0.21 2.22300% <0.001
LDL-C( mmol /L) 2.62+0.30 2.892081 <0.001
HDL-C( mmol /L) 1.23+£0.23 1.1423420 0.001
FPG( mmol /L) 4.28+0.54 8.136.B0% <0.001
FINS( mIU/L) 8.49+1.32 13.832249 <0.001
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Tab.4 Comparison of the diagnostic value of serum circFOXP1

and circMAP3K4 in GDM

Cut-off AUC( 95%CI) Youden
circFOXP1 0.916  0.873(0.827~0.919) 0.825 0.778  0.603
circMAP3K4  1.164  0.842(0.789~0.894) 0.854 0.745 0.599

0.931(0.898~0.964)  0.942 0.549 0.491
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Fig.1 Receiver operating characteristic of serum circFOXP1 and

circMAP3K4 for GDM diagnosis
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Tab.5 Logistic regression analysis of risk factors affecting the oc—

currence of GDM

B Wald P OR 95%CI
TG 0.395 0.214 3.414  0.065 1.485 0.976 ~ 2.259
LDL-C 1.509 0.985 2.347  0.126 4.522 0.656~31.173
HDL-C 1.581 0.825 3.671 0.055 4.858 0.964 ~24.474
FPG 0.702 0.232 9.146  0.002 2.017 1.280~ 3.178
FINS 1.616 0.939 2.961 0.085 5.032 0.799~31.698
circFOXP1 1.083 0.362 8.959  0.003 2.955 1.454~ 6.008
circMAP3K4  1.149 0.305 14.184 <0.001 3.154 1.735~ 5.734
3
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9
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