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[Abstract] Objective To analyze the expression of microribonucleic acid330-5p (miR-330-5p) and polypyrimidine
region binding protein 1 (PTBP1) in colorectal cancer tissue and their relationship with pathological parameters and prognosis.
Methods One hundred and one patients with colorectal cancer admitted to the Anorectal Department of Nantong Traditional
Chinese Medicine Hospital from January 2018 to May 2020 were selected. Part of the cancer tissue and its adjacent tissues were
collected during surgery, and real-time fluorescence quantitative polymerase chain reaction was used to detect the expression of
miR-330-5p and PTBP1 mRNA. Predict the binding sites of miR-330-5p and PTBP1 through the Targetscan database, and ana—
lyze the differences of miR-330-5p and PTBP1 mRNA in different clinical and pathological parameters of colorectal cancer tis—
sue; Draw its survival curve using the K-M method; Multivariate Cox regression analysis of prognostic factors in colorectal
cancer patients. Results Compared with adjacent tissues, the expression of miR-330-5p in colorectal cancer tissue decreased,
while the expression of PTBP1 mRNA increased (#/P =24.000/ <0.001, 19.233/<0.001). MiR-330-5p has a binding site with
PTBP1, and their expression in colorectal cancer tissue is negatively correlated (/P = —0.679/<0.001). Compared with low
differentiation, TNM stage I1I, and lymph node metastasis, colorectal cancer tissues with medium to high differentiation, TNM
stage IdI, and no lymph node metastasis showed an increase in miR-330-5p and a decrease in PTBP1 mRNA expression (#/P =
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2490/0.014, 2.479/0.015, 2.837/0.006, 2.953/0.004, 3.319/0.001, 3.307/0.001). The overall 3-year survival rate of 101
patients with colorectal cancer was 83.17% (84/101). The 3-year overall survival rates of the miR-330-5p high expression

group and the PTBP1 mRNA low expression group were higher than those of the miR-330-5p low expression group and
the PTBP1 mRNA high expression group, respectively( x'/P =6.466/0.011, 11.697/0.001). The independent risk factors
for mortality in colorectal cancer patients are low differentiation, TNM stage I1I, lymph node metastasis, and PTBP1 mR—
NA = 1.50. The independent protective factors are miR-3305p = 0.57 [OR (95% CI) =3.642 (1.278 - 10.381), 3.817 (1.375
-10.598), 4.013 (1418 —11.351), 2.684 (1.025 —7.029), 0.338 (0.129 - 0.890)] .Conclusion Low expression of miR-330-5p
and high expression of PTBP1 mRNA in colorectal cancer tissue are associated with differentiation degree, TNM staging, lymph

node metastasis, and prognosis.
[Key words ]

parameters; Prognosis

S5 EL i R TH A R G d e UL ) S R L 2020 AR
SBREE B T B 1% 1 931 590 5] FE T 935 173
1], v L & 4611 %k 555 477 51\ BE T 286 162 ],
B A T R TR K AR ON R A i f R G A 3k T
TR o R T AR SR 45 LI R B2 YA BT — S Bk
BB E UG k22, RISk B S AR
A5 90% , Wil 5 AR LEAF AL 15% > o R IR 52 485
SN E R ALY P S S N %
2 ( microRNA , miRNA) 7 45 B i 96 iF % rh 4y 1
Fe . BT miR-330-5p 16 4% 1 i 4
SURIZ M T A% 235 R 22 345 10 ) miR330-5p
5BmEBETEA L. ZRMEIEXLGEMA 1( poly-
pyrimidine tract binding protein 1,PTBP1) J&—7% RNA
GEA R e T VA Y R 4 M b R I R Ak RE R
PR G seE 45 5% i B R . BFSEARIE", PTBPL
TE 45 T 96 A0 v i 3k [ B PTBPT 23k 5 R/
2 R R S A ™ . {H 6 T miR330-5p.
PTBP1 X 45 15 W 98 0 I R & S ik = WF SR i3, 56 T
AR HE AT -

1 &R5HE

L1 IGIRERE #EHL 2018 4F 1 H—2020 45 H R§il
7 BE Be AT B B IA 45 H 0 i 3 101 1], 53 59 i
4 42 il AR 22 ~ 75 %, =60 % 49 il <60 % 52
% AE4E miR330-5p. PTBP1 mRNA 7F 25 F 7 J 41 241
PRI s MR KL AR P A B 3o 4 41
HIgZ A TR T« AR AR RS 5 2
HEAE, B IR B G W B E I R 1

1.2 el £EbrnuE (1) PASRME: OFER =18 X5
Q&I AL J 4 L s OTNM 4041 1 ~ 1
W (2) HEBRFRME: QR B4 TR @4 I 1
b A PR A BE BT 4 A2 AT T B R IR YT @B IT
2B Y @I R SE R s R BB Z M VT O A
H 702 TR 107 1 25 W 4 A5 HA R S 150 -

Colorectal cancer; MicroRNA-330-5p; Polypyrimidine tract binding protein 1; Pathological

1.3 s 575k

1.3.1 miR-330-5p.PTBPI mRNA /K F-#: % & F
BRESZAZUbRAS , (i FH B 5 v MR AR B4 e A A PR
AR TRIzol 58] & ( 25 R401-01) 2 HLE RNA,
G3 MG EETHIN AE 26 BE G e (OB 260/280 LB {E1. 8 ~

2.0) , 5% HEAYHA(ILR) ARRA A 4R Takara
50 & (45 RRO37B) 30 §% 5% o4 B 4k DNA (451

42°C 30 min,85°C 5 min) . DA H #F DNA ity , $&2 1R
SR NG R 1 A R X R R & R R A R
( i) B AR AL 45 11202ES08 | 6B 5 k47
P8, [ i AK Z: Hieff® PCR SYBR Green Master Mix
10 wls RIS 14 0.4 pwl A4 DNA 5wl G2l
KA ZE BARFR 25 wl; § B FEF: 95°C 5 min 95°C 10 s
60°C 20 s.72°C 20 s,3Li1 40 R FEIEHBI{E( cycle
threshold, CT) ,2 ~**“" k318 44 41 miR330-5p. PTBP1

mRNA X} F ik . miR330-5p 5|4 5 -TCTCT-
GGGCCTGTGTCTTAGGC3 . F i8] ¥ 5 -CTAAGACA-
CAGCCCAGAGATT3; U6 5|4 5"-GAGCAGAAA-
CATAAGCTGT3". F 5|4 5-GCAGAAACATAAGCT-
GTGG-3"; PTBP1 [-{i#5|#) 5" -CTCAACCTCTACATTAT-
ACCTAA3". F 5| ¥ 5-CCTAGGGACCCTGGTATG-
GATC3"; GAPDH | {i# 5] ¥ 5-GCACCGTCAAGGCT-
GAGAAC3". FiE5| ¥ 5 -TGGTGAAGACGCCAGTG-
GA3",

1.3.2 FEUGEN: 45 El i B R e E BEDs 3 4R (
W12 6 AN 1IR) LBl 2 A FE T8k 2023 4 5
A Ny

1.4 Stk R SPSS 25. 0 S it2# 4k fF b
B fPEIESMAITEFRI x £5 £, AT
BORH ¢ BB 45 H W e 4140 miR-330-5p 5 PTBP1
mRNA FK A MR Pearson A ¢4 53 Hr ik KM
22 5 MK miR330-5p.PTBP1 mRNA Fik45 HiniE
BH AN ZR, Logrank #5565 Lk 45 5 /i miR330-5p.



70 - BEMET 4 2024 4E 1 AE523 45 1 B Chin ] Diffic and Compl Cas, January 2024, Vol. 23, No. 1

PTBP1 mRNA &3k B F A A7, Cox B934 H W
FE B A TG R 2, R ZE Cox [T A & AR
HPAZHE Cox BB 347 P<0.05 HESFA
FiiteEiE Lo

2 # R

2.1 Z5H A2 5 9 55 41 41 miR-330-5p. PTBP1
mRNA ik L 45 H A4 miR330-5p RikH
(0.57 £0. 11) {E T4 41( 1. 00 £0. 15) ; PTBPI
mRNA ik H(1.50 £0.20) , & FHES54141(0.95 +
0.18) (¢ =24.000.19.233,P #] <0.001)

2.2 SEEAREEAZ miR330-5p 5 PTBP1 mRNA #ik
FIFHCTE 48 Targetscan 48 FE TR & 7N , miR-330-5p
5 PTBPIAFFELE G0 5, WLIE 1; Pearson A 5143 #
TR, 45 H 4141 miR330-5p 5 PTBP1 mRNA ik 2
FHI(r= -0.679,P <0.001) .

B 1 miR330-5p 5 PIBP1 454 4
Fig.1 Binding sites of miR —330 —5p to PTBP1
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Tab.1 Comparison of differences in miR-330-5p and PTBP1 mRNA expression in colorectal cancer tissues under different clinical and path—
ological parameters
I AR %Rk 1585 miR-330-5p t{H P{H PTBP1 mRNA t{H Pa
) 3 59 0.57 £0.10 0.088 0.930 1.51 £0.19 0.510 0.611
@ 42 0.57 £0.11 1.49 +0.20
AR =60 % 49 0.56 £0.09 1.383 0.170 1.52 +0.19 1.324 0.189
<60 % 52 0.59 £0.12 1.47 £0.20
i AR %5 46 0.59 £0.08 0.965 0.337 1.48 £0.17 1.007 0.317
Hin 55 0.56 0. 12 1.52£0.22
ity AN =5 cm 52 0.55+0.10 1.914 0.059 1.53 +0.19 1.819 0.072
<5 em 49 0.59 £0.11 1.46 £0.20
I AR K504k 15 0.51 £0.10 2.490 0.014 1.61 £0.21 2.479 0.015
s 86 0.58 +0.10 1.48 £0.19
TNM 431 I~ 51 0.60 £0.10 2.837 0. 006 1.44 +0.17 2.953 0.004
111 50 0.54 £0.11 1.55+£0.20
ML A 51 0.54 0. 10 3.319 0. 001 1.56 +0.20 3.307 0.001
" 50 0.61 £0.10 1.43 £0.18
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B2 & /{% miR330-5p.PTBP1 mRNA 5ik45 B % KM
AT 2R
Fig.2 K-M survival curve of colorectal cancer patients with high/

low miR-330-5p and PTBP1 mRNA expression

K2 EWE EREEE TR ZINER Cox [MIA7MHr
Tab. 2

Cox regression analysis of multiple factors affecting the

prognosis of colorectal cancer patients

LA B SEfH Wald i P{H OR(95% CI)
Hpk 0.732 0.531 1.903 0.168 2.079(0.735 ~ 5.882)
AR =60 % 0.249 0.642 0.150 0.699 1.282(0.365 ~ 4.509)
2 W i 0.406 0.508 0.638 0.424 1.500(0.554 ~ 4.061)
JiE B2 =5 em 0.933 0.497 3.525 0.060 2.542(0.960 ~ 6.734)
%534k 1.293 0.534 5.851 0.016 3.642(1.278 ~10.381)
TNM AHATIH]  1.339 0.521 6.609 0.010 3.817(1.375 ~10.598)
WL 1.389 0.531 6.858 0.009 4.013(1.418 ~11.351)
miR-330-5p=0.57-1.083 0.493 4.827 0.028 0.338(0.129 ~ 0.890)
PTBPI mRNA=1.9 0.987 0.491 4.040 0.044 2.684(1.025 ~ 7.029)
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