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[ Abstract] Objective To study the relationship between circular RNA SH3 binding protein 1 (circSHKBP1), SRY-
box transcription factor 3 (SOX3) and chemotherapy efficacy and prognosis in patients with advanced gastric cancer.Meth-
ods A total of 104 patients with advanced gastric cancer admitted to the Department of Oncology, Tangdu Hospital of Air
Force Medical University from January 2019 to February 2021 were selected as the study group, and they were divided into
chemotherapy-sensitive subgroup and chemotherapy-resistant subgroup according to the efficacy of chemotherapy; 50
healthy subjects were selected as healthy control group. Real-time fluorescence quantitative PCR was used to detect the
levels of serum circSHKBP1 and SOX3 mRNA in each group; the relationship between serum circSHKBP1, SOX3 mRNA ex-
pression and clinicopathological features of patients with advanced gastric cancer was analyzed. Multivariate Logistic re-
gression analysis was used to analyze the factors affecting the efficacy of chemotherapy. The receiver operating characteris-
tic curve was used to analyze the value of serum circSHKBP1 and SOX3 mRNA in evaluating the efficacy of chemotherapy
in patients with advanced gastric cancer. Results The relative expression levels of serum circSHKBP1 and SOX3 mRNA in
the study group were (322 +0.37) and (2.72 +0.35), respectively, which were higher than those in the control group (0.62 +
0.17),00.71 £0.19),(¢ =65.118,51 471 ,both P<0.001). The relative expression levels of serum circSHKBP1 and SOX3 mRNA in
patients with TNM stage IV and poorly differentiated advanced gastric cancer were higher than those in patients with TNM
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stage IIIB and high and medium differentiation (¢/P=37.283/<0.001,31.545/ <0.001,19.169/ <0.001,26.334/ <0.001). The per-
centage of tumor stage IV in the chemotherapy-resistant subgroup and the relative expression of serum circSHKBP1 and
SOX3 mRNA were higher than those in the chemotherapy-sensitive subgroup (#/P =10.037/0.002,48.609/ < 0.001,26.775/ <
0.001).Tumor stage IV, serum circSHKBP1 and SOX3 mRNA were risk factors for chemotherapy resistance in advanced gas-
tric cancer[ HR(95% CI)=1.594(1.252 — 2.028),1.306(1.144 — 1.492),1.603(1.190 — 2.160)]; The AUC of circSHKBP1, SOX3
mRNA and the combination of the two in predicting the efficacy of chemotherapy in patients with gastric cancer were 0.844,
0.851 and 0.922, respectively. The combination of the two was superior to their respective predictive efficacy (Z =4.745,
4310, P<0.001). Conclusion The serum levels of circSHKBP1 and SOX3 mRNA in advanced gastric cancer are increased,
which are related to the degree of tumor differentiation, TNM stage and chemotherapy efficacy. The combination of the two
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has a good evaluation value for the chemotherapy efficacy of patients with advanced gastric cancer.
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FHBRAT, 55 YM-0110-168 ) #£H RNA ¥ RNA 33
SEH eDNA ( H A Takara 23 &), %25 RR901Q), LA
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1.5 Seitefires SR SPSS 26. 0 #4F 481143 Bk
Wi, IESDARTEERILL v £5 £, 2 A HLEAT
ST AEAS ¢ K50 5 TH BB I B B R (% ) 2R, 2
H AT ¥ K8 R Logistic 815438752 i i 35 1
PR AT T A 2 om R3S A2l TR R AR
(ROC) #1431l ¥ cireSHKBP1 , SOX3 X I ] &
P B AEAITIT RO, P<0.05 W ERA S
R
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2.1 2 413 cireSHKBPI ,SOX3 mRNA ik

=1
Tab. 1

cancer patients

I3 cireSHKBP1 ,.SOX3 mRNA 7E B3] 5 98 5535 AN 6] /96 BILERAE Hh 25 57 HL 3%

Comparison of differences in serum circSHKBP1 and SOX3 mRNA among different clinical/ pathological features of advanced gastric

ALY cireSHKBP1 . SOX3 mRNA 3£ ik &= 43 51 A
(3.22£0.37) ,(2.72 £0.35), {5 T {dt 5 X B8 2H (1)
(0.62+0.17) .(0.71 £0.19) , ZR A G5 X (1/
P =65.118/ <0.001,51.471/ <0.001) .

2.2 L7 cireSHKBP1 ,SOX3 mRNA ik 7E W3] H 96
BEAFG IR/ ERE rh 22 R LA I o3 IV I
I A e 3] 1 98 B 3 1L cireSHKBP1 , SOX3 mRNA
Fikm TR B W b by 8 (P 1 <
0.01), &1,

2.3 AFEMEITIT R0 E g A IR BRI 1k
STEEHG e R 0 1], R4 22 i 64 151 AT Bk
TEZH (64 1)) 950 VE IR 16 1], i ke & 24 1)l fky7
HEHTAL (40 1) . AT RS20 i 43 300 IV 1A 4
I, I3 cireSHKBPL . SOX3 mRNA ik 5 T4k r sk
Wl , ZRAGIH R (P<0.05), K2,

(xxs)

moH %5 circSHKBP1 i P SOX3 mRNA f P{E
P 3 60 3.24 +0.39 0. 667 0.506 2.76 +0.38 1.400 0.164
z 44 3.19 +0.36 2.66 £0.33
SIS <60 ¥ 40 3.16 £0.34 1.358 0.177 2.64 £0.33 1.783 0.078
=60 % 64 3.26 £0.38 2.77 £0.38
ECOG 143 0~1% 68 3.19 £0.35 1.076 0.284 2.69 £0.32 1.263 0.209
25y 36 3.27 +0.38 2.78 £0.39
P B A AR 48 3.19 +0.33 0.880 0.420 2.66 £0.34 1.521 0.223
EIPSIN 3] 34 3.22 +0.38 2.79 £0.33
EJ1 7k 240 it g 22 3.31+0.36 2.75 £0.37
Ji e 5341 B 49 2.21 +0.31 37.283 <0.001 2.02 £0.30 19.169 <0.001
VH#i 55 4.85 +0.40 3.34 +£0.39
AR ok 54 2.16 +0.32 31.545 <0.001 1.90 +0.29 26.334 <0.001
s34k 50 4.36 +0.39 3.61 +£0.37
F 2 REMESTITROGI i I R PR A
Tab.2 Comparison of clinical data of advanced gastric cancer patients with different chemotherapy efficacy
moH % I FIBUBEZH (n = 64) I FHRATT ZH (n =40) X/ 1E P1H
P BI(% ) ] 5 60 35(54.69) 25(62.50) 0.616 0.433
Ky 44 29(45.31) 15(37.50)
SEWE (x5, %) 62.85 £6.13 63.68 +6.80 0.644 0.521
ECOG P43 [ 191(% ) ] 0~17%% 68 45(70.31) 23(57.50) 1.785 0.181
24 36 19(29.69) 17(42.50)
SR B AI 5 (% ) ] R 48 33(51.56) 15(37.50) 2.398 0.301
LKA 34 20(31.25) 14(35.00)
[ 2 B i 22 11(17.19) 11(27.50)
Jiged 3 AL 61 (% ) ] B 49 38(59.38) 11(27.50) 10.037 0.002
IV 19 55 26(40.63) 29(72.50)
SRR B(% ) ] =k 54 38(59.38) 16(40.00) 3.702 0.054
%51k 50 26(40.63) 24(60.00)
circSHKBP1 mRNA (x +5) 2.32£0.29 5.66 £0.41 48.609 <0.001
SOX3 mRNA(x +5) 2.01 £0.31 3.86 +0.39 26.775 <0.001
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Tab.3 Multivariate Logistic regression analysis of factors influen-

cing chemotherapy efficacy in advanced gastric cancer pa-

tients

% BfE SEfH Wald{fd PfH OR{E  95%CI

g A IVEH  0.466 0.123 14.354 <0.001 1.594 1.252 ~2.028
circSHKBP1 & 0.267 0.068 15.589 <0.001 1.306 1.144 ~1.492
SOX3 i 0.472 0.152 9.463 <0.001 1.603 1.190 ~2.160

2.5 Ifil¥E cirecSHKBP1 .SOX3 mRNA T il i 1] 5 Jes H&
FIT IR E 2T cireSHKBPL | SOX3
mRNAFHI 19 15 9 28 25 1797 A L Y ROC f £k,
FEFE 26 F T A (AUC) , 45 5 B 7R ; cireSHKBPI |
SOX3 mRNA S 35 -G Fou il g 1 15 9 S8 8 AR I 7 97 3%
) AUC 435914 0. 844 0. 851 .0. 922, —HBEGET 4%
H b T ( Z/P =4.745/ <0.001 .4.310/ <0.001) ,
W4 K1,

F4 MGG cireSHKBP SOX3 mRNA S =3 Bt 4 X w199 5 i

BT RN TR M 1
Tab.4 Evaluation value of serum circSHKBP1, SOX3 mRNA and
their combination for chemotherapy efficacy in advanced

gastric cancer patients

— . y 2%
B EEMIE AUC 95% CI WS R 5%

circSHKBP1 4.41 0.844 0.799 ~0.887 0.702 0.822 0.524

SOX3 3.27  0.851 0.821~0.882 0.756 0.835 0.591
ZHEBE 0.922 0.890~0.958 0.882 0.810 0.692
RIS o R

B e TR LB I 2019 4F 4 E B R AW
61.2 Jifl SET=42.2 Ji i IR B R, 29 30%
(R R A LA I ) B e A — AR IR
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B 1 I3 cireSHKBPL ,SOX3 mRNA ik £ %3 i 11 /5 o 1 4
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Fig. 1 Evaluation value of serum circSHKBP1, SOX3 mRNA and

their combination for chemotherapy efficacy in advanced

gastric cancer patients
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WA A FRIE , B4 b cireSHKBPL BEAE N4> 11
45, 5 RNA-1294 454 {2 F S 9 40 i 09 35 58 L 1=
FRGTRS , SRR SN, B g
circSHKBP1 Y5R35 | I8 14 fig i 1 8 15 7]y RNA-582-
3p, L IIMAE P9 R A R PR FIAR e AR 1T 90 Y B 1 3%



- 1464 -

SEMERG 24k 2024 4F 12 A% 23 455 12 ] Chin J Diffic and Compl Cas, December 2024, Vol. 23 ,No. 12

ST TS el (| K e o S iU bR L AN 1 S e el
circSHKBP1 {5 3 35 2 5% i) 6 1 15 988 TL 7 IR BT i fs s
RIZ, R W] cireSHKBP #5532 15 7 Rl o Al i 15 6 2
ST HITIE L, R EUR A A BTG . 40 b Ho s
,circSHKBP1 BE6% I 8% 40 Jifg b 1 38 F g R 38,
PRIE AT T 25 1 I i, AR 5 3 B, Sk 3090 % e v
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