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[# ZE] HW FEEIUHAZ NOP2/Sun RNA HEEH R I K HE L5t 6 (NSUNG) B FR RS 1 (SULF1) B3
B ESIEARREEIEMBUS MR, ik PEEL 2019 4F 6 H—2021 4F 6 H St R K22 g B2 Be id r=RHIh i
B BE 92 BIAIG RO, RIS ZOGE B PCR A 6% 40 234k 2440 M i 40 21 NSUN6, SULF1 mRNA FZE (3
KN ROE T T AL AL B (TCGA ) ¥ e v e 5909 40 2URN IE 8 5 141 41 NSUN6 , SULF1 R ik 2 7 K-M
£k 247 NSUN6 SULF1 25 1 3% ik % 5 SR 3 WS A9 52 R 5 Cox [ I 455 20 0 8 55 U TS O i IR 36, 45 R
TCGA ¥ 72 43 1 45 3R W75 | By S9U8 4 40 v NSUN6 ,SULF1 mRNA A5 T IE % 5 44! (1/P = 22.281/<0.001 ,
53.721/<0.001) ;B #09& fB 3 988 41 20 NSUN6, SULF1 mRNA 323k ¥ & T8 55 4 21 (1/P = 37.619/<0.001 , 36.442/<
0.001) , B FiE 204 NSUN6 ,SULF1 25 [ PHM: 344 15 T4 57 414 (x2/ P = 85.546/<0.001 ,86.891/<0.001 ) ; B i 41 41
NSUN6 SULF1 2 B 2 7E FIGO 4331 1 B2~ I B WA WA T 1 A~ | BL Wl T B SR (v/P=
7.934/0.005,5.327/0.021 ,13.512/<0.001 .4.564/0.033) ; NSUN6 B 5EAME SULF1 BHME S5 EAME 3 E R A (0S) K22
(] L%, 2% S TS 28 X (P>0.05) ,NSUNG6 [HE SULF1 A3 3 45 Toik B LE 17 (PFS) R IE T BIPE B 35 (v2/
P=8.120/0.004 ,36.442/<0.001) ; FIGO 4331 T B2~ 11 B 31| iR EL 455645 NSUN6 FH: SULF1 FH: 2 5 300 £ % TS AN
R R ZE[HR(95% CI) = 1.402 (1.115~1.764) . 1.339(1.094 ~ 1.639) . 1.374 (1.082 ~ 1.746) ,1.278 ( 1.054 ~
1.548) 1. 4518  ‘H U124 NSUN6 ,SULF1 mRNA A8 H 2B T &, B 57K BIG AR FRARE A5G, B PPl a
FE TS bR & .
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[ Abstract] Objective To study the expression of NOP2 / Sun RNA methyltransferase 6 (NSUN6) and Sulfatase 1
(SULF1) in cervical cancer tissues and their relationship with clinicopathological features and prognosis.Methods The ex-
pression differences of NSUN6 and SULF1 in cervical cancer tissues and normal cervical tissues in the human genome atlas
database were analyzed by R language. The clinical data of 92 patients with cervical cancer admitted to the Department of gy-
necology and obstetrics of Guizhou Medical University Affiliated Hospital from June 2019 to June 2021 were collected. The
expression of NSUN6 and SULF1 in cancer tissues was detected by real-time fluorescence quantitative PCR and immunohisto-
chemistry; K-M curve was used to compare the prognostic differences of different NSUN6 and SULF1 protein expressions in
patients with cervical cancer; Cox regression model was used to screen the prognostic factors of cervical cancer.Results The
results of TCGA database and qPCR showed that the expression of NSUN6 mRNA and SULF1 mRNA in cervical cancer tis-
sues was higher than that in normal tissues ( #/P=22.281/<0.001,53.721/<0.001,37.619/<0.001,36.442/<0.001); The positive
rates of NSUN6 and SULF1 proteins in cervical cancer tissues were higher than those in adjacent tissues ( #/P=85.546/<0.001,
86.891/<0.001).The positive rates of NSUN6 and SULF1 in cervical cancer tissues with FIGO stage I B2- I B and lymph



- 844 - BEMENG A 2025 4F 7 A 24 B4 7 Chin J Diffic and Compl Cas, July 2025, Vol.24,No.7

node metastasis were higher than those of I A— I Bl and no lymph node metastasis ( #P=7.934/0.005,5.327/0.021,13.512/<
0.001,4.564/0.033). There was no significant difference in 3-year overall survival rate between NSUNG6 positive and negative,

SULF1 positive and negative (P>0.05); The 3-year progression-free survival rate of NSUN6 positive and SULF1 positive was
lower than that of NSUN6 negative and SULF1 negative ( X°/P=8.120/0.004,36.442/<0.001). NSUNG6 positive, SULF1 posi-
tive, FIGO stage I B2-1I B and lymph node metastasis were risk factors affecting the prognosis of cervical cancer[ HR(95%

CD=1.374(1.082-1.746),1.278(1.054—1.548),1.402(1.115-1.764),1.339(1.094-1.639) ] . Conclusion

The expressions of

NSUNG6 and SULF1 mRNA and protein in cervical cancer tissues are increased, both of which are related to poor clinicopatho-

logical features and are markers for evaluating the prognosis of cervical cancer.
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1.3.1 NSUNG6.SULF1 mRNA #:ill . B BOA Hh ey 25 41
LRSS, 429 50 mg, BFERAIFIES i, 1 IR 25 0o AL
3 000 r/min B.0> 15 mm,ﬁ%%ﬁiiﬁ%,%ﬁﬁ Trizol ¥&
BURNA, 70060 it (R EFE B A A, S,
Narodrop2000 ) Pl FAE & RNA MR BERILERE i ok
WA &M A H A TAKARA A F] (#4%5 . RRO36A) , i
SR Z  RT Master Mix (5x) 4 pl, 5 RNA 2 pl,
DEPC 7K 14 pl, BAAFL 20 wl; )2 4544 :37°C 15 min,
85%C 5 s 4CHE=IE v, TB Green® Premix Ex TagTM
I 1 H HAS TaKaRa 24 7] (57°5 . RR820A ) . 511K
TG EfEE R AR S, 519741 . NSUN6
b ¥iF 5 -ACGACCCGCAACAATGAAG-3’, K i 5°-
GGAAGTCGAGTCCTCACCAC-3’ ;SULF1 | 5’ -GTGAG-
GACTCGACTTCCCG-3°, F ¥ 5°- GCCGCTATCG-
GTCTTTCCG -3’ ;GAPDH i 5’ -AGCCGCGAGTATGAT-
ACCG-3", it 5’- GCCCGAAGAATTTTTGGTGCTC-3” ,
SEHF G E 7 PCR: VR R A 10 pl, H 1 TB Green
PremixEx Tag 11 5 pl, Forward/Reverse Primer £% 0.2
pl,cDNA 1 pl, DEPC /K 3.6 ul, SZEFEF:95C 5
min 95°C 30 s.60°C 60 s,72°C 34 s, fHF¥F 40 &, LI
GAPDH A W £, 2722 i 41 5 H 1Y 3% B 41 X 3%
ST,y 18

1.3.2  NSUN6 SULF1 & [k I . R 35098 20 4URTE
LA AT Fr B LB AR B WRE K A Ak B
HEH G e AL e (0 D R IEA T 500 el b e ik
FE W A b R AZ B4 A F (595, PV-9000) , & H
B RIME R, BRI , 3% 1 484k U BH BT Y TR
it ALY, NSUN6 SULF1 — 30 (FRFEE 1:100, 3
abcam A ], 595 : ab307430 . ah32763 ) 4°C i 77, #¢
WA BT 0 S B e SRAPEE T
%, BG5BT BH PR 20 43 L& B SRR > 2 3]
W BRI, <2 70 Ik, Be@am . IO (4 0 73, TR
1 5y, B 0 2 4, Bt 8 3 4 BIYEAIIR E At <
195 0 5%, 2% ~25% 4 1 53 ,26% ~50% K 2 43, 51% ~
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75% K 3 4%, >75% M 4 4,

1.3.3 By it 12 i E U R E NS
HEAETE I, 3 ~6 D HBEDT 1 ¥k, BETTI ] 2019 4 6
H—2024 46 A, BlI%5 5046 JC 0 e A= 472 (pro-
gression free survival, PFS) AR A A7 R (overall sur-
vival,08) , PFS J& B AR5 ERfi i 1 B 2 K B
FIFET ;08 ARG 2 H B A AL T,

1.4 G hd FEIESHANITH R x+s
FOR A HBCR T ¢ R g THECSORE UL 74 1
(%) 3 A HCECR X2 K5 W R 15 70 A
FEER A TS (TCGA ) B 1 vh iy B L 2URNE w8
i 4L NSUN6, SULF1 ik 25 5, K-M Hij £k 7 #r
NSUNG6 ,SULF1 £ [ 2 25 X5 558 8 35 TS A9 52
Cox [l =55 7Y i 5 By #0098 T J5 B g i PR . P<0.05
HERBEGFRE L,

2 & B

2.1  TCGA $¥ % vh 8 59m 41 2R IE 5 3 4] 21
NSUNG6 SULF1 mRNA #3ikFbEE  TCGA $d o Hrsh
RN E S 4021 NSUN6(3.89+0.68) .SULF1 (5.19+
0.66)mRNA 3R ik /& T 1E % 5 #4141 (2.91£0.36) .
(2.91+0.34) (1/P=22.281/<0.001 ,53.721/<0.001) ,

2.2 B SR R 55 AL U 41 41 NSUNG6 , SULF1
mRNA FIE H RN B B0 85 R 41 21 NSUNG |
SULF1 mRNA FI#E H R B & T 55 441 (P<0.01) ,
WELEIL,

® 1 CEIRBE S A LA NSUNG | SULF1 k[N %3k
FIEE PR LA
Tab.1 Comparison of NSUN6 and SULF1 gene expression and

protein positivity rates in adjacent and cancerous tissues of

cervical cancer patients

NSUN6 SULF1

4l B JEMkk EAEME EREE EARE
(xs) [B1(%) ] (x5) [Bi(%) ]

FESFAIZL 92 0.56x0.14  8(8.70)  0.79+0.18  6(6.52)
BAL 92 271x0.53  70(76.09)  3.17x0.60 68(73.91)
X H 37.619 85.546 36.442 86.891
PH <0.001 <0.001 <0.001 <0.001

2.3 E#UEAZ NSUN6 SULF1 & [ BHEZAE A [ i
IR 22 7 I B B 204 NSUN6  SULF1 [HYE
RAEFIGO 700 I B2~ I B ] 58 E T 1 A~
[ BL 9 JEik 45545 (P<0.05) , L3 2,

2.4 NSUNG6 SULF1 & 13I8 %5 20 8 3 TS 152
M) ey SR AR 92 19K 1k ZE R U4 A, 58T 9 A,
fia i Ji& 20 f4i], 3 4F OS %4 90.22% (83/92) ,3 4

PFS R i 78.26% ( 72/92), NSUN6 BH 5 B |
SULF1 B 5 BE 3 4F 0S R [a] this, 2 % 81t
(P #>0.05), NSUN6 PHPE SULF1 FHAE 3 4E
PFS %73 5IIk F NSUN6 [ SULF1 B (P ¥ <
0.01), L% 3,

Bl 1 R4SV 55 414 NSUNG SULF1 K [ 63k HL (S
24k, x200)

Fig.1  Comparison of NSUN6 and SULF1 protein expression

between cancer tissue and adjacent tissue (immunohisto-

chemistry, x 200)

3 NSUNG6,SULF1 & [ & F U8 B & B 1952 i
Tab.3 The prognostic impact of NSUN6 and SULF1 protein ex-
pression on cervical cancer patients

34 0S X2 P 34 PFS

4 5
NSUNG6
FAPE  88.57(62/70)
BItE  95.45(21/22)
SULF1

BAPE  88.23(60/68)
BItE  95.83(23/24)

X* i Pl

4.153  0.063 74.29(52/70) 8.120 0.004
90.91(20/22)

2302 0.129 73.53(50/68) 36.442 <0.001
91.67(22/24)

2.5 ZPE Cox MIHHTE BURE B35 WS A RN
MR DUE S0 B U TS 00 R AR & (1= F
0=TCH#R) , Fikgs i P<0.05 Y3 H ly H 28 FE kAT
ZHZE Cox MIHSHT, 458 WK . FIGO 43 [ B2~ 11 B
W R E5FE RS NSUNG6 BHPE  SULFT FHPE: 2 B S &
HIUEA RIERIH R (P<0.01) , W& 4,
3 3% g

B FIR R A R A P R DU R DL R R
FEAHSCHE TS DU R L, 0 ey 3 ) e ATy
KEEFARIGIT , BARJGRRFEAE—E M E KB
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R2 HHURLLNSUNG SULF1 2 A AR IEARIGRSH P 25 B [(#l(%) ]
Tab.2 Comparison of differences in NSUN6 and SULF1 protein positivity among different clinical parameters in cervical cancer tissues

W H %t NSUN6 FHE:(n=70) X2 ME P SULF1 B (n=68) X2 {E P1H

ka3 <60 % 56 40(71.43) 1.707 0.191 39(69.64) 1.353 0.245
>60 % 36 30(83.33) 29(80.56)

LS {745 62 44(70.97) 2.739 0.098 45(72.58) 0.175 0.676
i 30 26(86.67) 23(76.67)

NN <4 cm 54 38(70.37) 2.348 0.125 37(68.52) 1.973 0.160
=4 cm 38 32(84.21) 31(81.58)

WUZ R R <172 L2 50 35(70.00) 2.230 0.135 35(70.00) 0.870 0.351
=12 U2 42 35(83.33) 33(78.57)

e o O S = e 2 ¥ £ 53 38(71.70) 1.324 0.250 36(67.93) 2.325 0.127
sk 39 32(82.05) 32(82.05)

FIGO 434 I A~ 181 47 30(63.83) 7.934 0.005 27(57.45) 13.512 <0.001
I B2~ B 45 40(88.89) 41(91.11)

W ELEE RS ¥ 56 38(67.86) 5.327 0.021 37(66.07) 4.564 0.033
H 36 32(88.89) 31(86.11)

R4 ZINR Cox [EIRZMHTE SR B TS A KA N
Tab.4

Multivariate Cox regression analysis of factors affecting

poor prognosis in cervical cancer patients

[ES I B1H SEfH Waldfi P15 HRIHE  95%CI
FIGO I B2~ T B # 0.338 0.117 8.346 <0.001 1.402 1.115~1.764
WS 0.292 0.103 8.037 <0.001 1.339 1.094~1.639
NSUN6 Bk 0.318 0.122 6.794 <0.001 1.374 1.082~1.746
SULF1 FH: 0.245 0.098 6.250 <0.001 1.278 1.054~1.548

S G R B S % FIGO 40 B> S e fib
ToA KNSR DGR 22 PPAG B 8 R A B T (LI R
FHGORL o 4 B I S E B T AN R 45 51 7 A AN [ 52
M, I HAE (5] PR s B RE AR 19 B 3 BiJS 4) 77 7E
250,

NSUNG6 J&—7F RNA m5C H EFE R, 7] 7E RNA
A% T RS LS I — >k 2 J5k A1 fe 08 70 4 M 3 B 4
LT S5 LW 2 AT S, B SR R B, R A g
NSUNG6 ik Fm , FeRg g 0 il 4875 J5i 4f B 40l CD8”
T 200 60 S5 G 5 A0 e 19 T KT A S 8 4 A 1 92
HEi, T BB E R RS, AR E B A4
NSUN6 mRNA Fl#E ik 1A, X 5 BE A 24 5 7 5 8
S 2 b R FEVBORE €2 15— o BB 35 A 7 45 SR — 2
{RIZ BT A IR B A AN 21 ], 45 SRR REAE 3R
FEACHE LR [t — L B UEY | AR5 [ B A 2 si
IKFFIER A 2% 15 7K - Atk iE 52 8098 2H 21 NSUN6
FeihTHE . NSUNG6 BEWSTE LysS9 Ab H AL & 1hini 7L 50
Yy STE20 AH G I , 5 350 40 i rh i 2L 34 STE20
AH 5 I8 25 15, Hippo/ YAP 38 % K2 37 40 35 DR 0%
TR 20 e 9 43 Ak, S R RO R B AR AR o
FIGO 433 1 B2 ~ 11 B I 9tk [ 45 5% 7% 1Y s 4 21

NSUNG6 #1550 5, #78 NSUN6 BE 5 2 F 27 £
PEPEE R, A2 ROl £ R 4 s h NSUN6
(3t FE IR REAS A 5 tRNA mSC &AM, L 235 1 14 i 1)
I R TEFREHEIE TR CDHI mRNA (1% BIPS0R , # 0 3
ML EE RS BE S . A, NSUNG 11 263k LA
BB A I8 e SR BT CD8 T it i, £
HE M2 e A G 05 A0 1 G 38 12 AR 0E g
TR B8 1 T A, S 0RO E R AR5
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NSUNG figf 4+ 5 NELFB (%) m5C &4 , ¥E 1 8 0% 5%
FHTEZ Y, R HE TATA & 454 7 5 T e 58 P 5%
S, VAR e SRR 40 R o e AR FRIA T AR P ,
HHEERARTE"

SULF1 J2—Ff i /2 g /il , 3 22 38 2o 76 B R & eI
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Y LA P R A TR 3 % 2 O TR 14 B B it A T
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18] 45 4 miR-376b-3p, 3 Il SULF1 mRNA Y54 &
PR TR Y5 22 4 )R A0 2R LG AT AKT 5
BRAL KT, E e 20 B 34 3 R B AERS T L AR
5, FIGO 2330 T B2~ 11 B 3] bk B 45 54 2 1) 9o 2 21
SULF1 & 1 BHPE #4454 78 SULFL 19334 1] g
i AR SR 1 1R 28 MRS 3 3L FIGO A T
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ST SULFL, HAEHS I 1 B iR L BE I 2R B 20,
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(E5E (RZEITRE D), S5 A0, Blss 4R O 1 41 4k 40 i
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AR, MG ACE K B F B F5 B, i L R
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B ARB T, E 5N R R R IEAR G, 2
VAL B U S AR S, BT SEK B8 & BUAS [
NSUNG6 SULF1 K35 E #5106 £8 35 09 SR AR 77 0 1Y 22
5, A Re SN A PIREAS S A/ T 6 ARk 1T
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ALK P P B VR PR AL A7 B9, e Sl ik — 20
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