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[Abstract] Objective To investigate the expression levels of protein arginine methyltransferase 6 (PRMT6) and uri—
dine phosphorylase 1 (UPP1) in non-muscle invasive bladder cancer (NMIBC), and to analyze their relationship with clinico—
pathological features and the evaluation value of postoperative prognosis. Methods The clinical data of 134 patients with
NMIBC who were treated in the Department of Urology, Linfen Central Hospital of Shanxi Province from February 2019 to
February 2022 were collected (cancer tissue and paracancerous tissue samples of patients with pathologically confirmed
NMIBC). The expression levels of PRMT6 and UPP1 were detected using TCGA database analysis, qPCR, and immunohisto—
chemistry. Spearman rank correlation analysis was used to analyze the correlation between PRMT6, UPP1 protein expression
and clinicopathological parameters. Kaplan-Meier survival analysis and Cox proportional hazard regression model were used to
evaluate the effect of PRMT6 and UPP1 expression on postoperative progression—free survival. Results TCGA database
analysis showed that the expression of PRMT6 and UPP1 mRNA in NMIBC cancer tissues was significantly higher than that
in adjacent normal tissues (both P <0.001). qPCR results showed that the relative expression levels of PRMT6 and UPP1
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mRNA in NMIBC cancer tissues were (2.35 = 0.49) and (2.87 = 0.56), respectively, which were significantly higher than those
in adjacent normal tissues (0.98 + 0.26) and (1.02 + 0.24) ¢ =28.590, 35.150, both P <0.001). PRMT6 and UPP1 proteins were
localized in the cytoplasm and cell membrane. The positive rates of PRMT6 and UPP1 in cancer tissues were 61.19% (82/134)
and 64.18% (86/134), respectively, which were significantly higher than those in adjacent normal tissues (8.96% 12/134
and 746% 10/134 ) (@’ = 80.289, 93.748, both P <0.001). The positive rates of PRMT6 and UPPI in tumor stage T1 and
high-grade pathological grade were significantly higher than those in Ta/Tis stage and low grade (v” =16.181/<0.001, 14.074/<
0.001, 7.370/0.007, 14.183/<0.001). The expression of PRMT6 and UPP1 in NMIBC cancer tissues was correlated with tumor
diameter, tumor number, tumor stage, and pathological grade ¢ /P =0.512/<0.001, 0.604/<0.001, 0.578/<0.001, 0.553/<0.001;
r/P =0.623/<0.001, 0.715/<0.001, 0.588/<0.001, 0.521/<0.001). During follow-up, there were 28 cases of recurrence, 16 cases
of distant metastasis, and 6 cases of death. The 3-year progression—free survival rate was 62.69% (84/134). The 3-year pro—
gression—free survival rate of PRMT6-positive and UPP1-positive patients was 47.56% (39/82) and 50.00% (43/86), respec—
tively, which were significantly lower than that of PRMT6-negative (87.50% 45/52 ) and UPP1-negative patients (85.42%
41/48 ) (Log-rank X° =19.210, 16.580, both P <0.001). NMIBC T1 stage, high pathological grade, PRMT6 positivity, and
UPPI1 positivity were independent risk factors for poor prognosis of NMIBC HR (95%CI)=1.464 (1.164—1.841), 1.385
(1.070-1.794), 1.287 (1.066—1.553), 1.267 (1.079-1.488) . Conclusion Both PRMT6 and UPP1 are highly expressed in
NMIBC, which are associated with poor clinicopathological features and poor prognosis, and provide a theoretical basis for the
formulation of clinical intervention strategies.
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