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[Abstract] Objective To investigate the expression of prolyl hydroxylase 2 (EGLN1) and solute carrier family 27
member 6 (SLC27A6) in nasopharyngeal carcinoma (NPC) tissues, their correlation with stemness genes, and their prognostic
significance. Methods A total of 132 NPC patients diagnosed and treated in the Department of Otolaryngology at Affiliated
Hospital of Guizhou Medical University from March 2018 to March 2020 were selected as the research subjects. Quantitative
real-time PCR (qPCR) was used to detect the mRNA expression levels of EGLN1, SLC27A6, and stemness-related genes oc—
tamer-binding transcription factor 4 (OCT4), sex-determining region Y box protein 2 (SOX2), and NANOG in NPC tissues,
and Pearson correlation analysis was performed to assess their relationships. Immunohistochemistry was used to detect the pro—
tein expression of EGLN1 and SLC27A6 in NPC tissues. Kaplan-Meier survival analysis and Cox regression were used to
identify risk factors affecting the prognosis of NPC patients. Results The mRNA expression levels of EGLN1, SLC27A6,
OCT4, SOX2, and NANOG in NPC tissues were significantly higher than those in adjacent normal tissues /P =46.841/<



° 348 - 2026 3 25 3

Chin J Diffic and Compl Cas March 2026 Vol.25 No.3

0.001, 44.102/<0.001, 46.396/<0.001, 52.522/<0.001, 45.576/<0.001). The mRNA expression of EGLNI and SLC27A6 in
NPC tissues was positively correlated with OCT4, SOX2, and NANOG  =0.708, 0.692, 0.669; 0.641, 0.721, 0.784, all P <
0.001). The positive rates of EGLN1 and SLC27A6 protein expression in NPC tissues were 62.12% (82/132) and 60.61% (80/
132), respectively, which were significantly higher than those in adjacent tissues 9.09% (12/132) and 6.06% (8/132) @ =
80.951, 88.364, both P <0.001). The positive rates of EGLN1 and SLC27A6 in cancer tissues were significantly higher in NPC
patients with TNM stage - IV than in those with stage I — II, and also higher in patients with lymph node metastasis than
in those without lymph node metastasis (¥*/P =31.034/<0.001, 14.314/<0.001, 5.811/0.016, 10.725/0.001). The 5-year survival
rates of patients in the EGLN1-positive and EGLN1-negative groups were 56.10% (46/82) and 88.00% (44/50), respectively,
with a statistically significant difference (Log—rank X° = 14.530, P =0.004). The 5-year survival rates of patients in the
SLC27A6-positive and SLC27A6-negative groups were 55.00% (44/80) and 88.46% (46/52), respectively, with a statistically
significant difference (Log—rank X° =15.860, P <0.001). TNM stage Il — IV, lymph node metastasis, EGLN1 positivity, and
SLC27A6 positivity were independent risk factors affecting the prognosis of NPC patients OR (95%CI)=1.602 (1.166—
2.200), 1.540 (1.242-1.911), 1.379 (1.124-1.690), 1.302 (1.075-1.578) . Conclusion The expression of EGLN1 and
SLC27A6 is upregulated in NPC and positively correlated with the expression of stemness—telated genes, suggesting their po—
tential as novel tumor markers for prognostic evaluation of NPC.

[Key words] Nasopharyngeal carcinoma; Prolyl hydroxylase 2; Solute carrier family 27 member 6; Stemness-related

genes; Prognosis
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1 EGLNI.SLC27A6 mRNA
Tab.1 Primer sequences for EGLN1 mRNA SLC27A6 mRNA

and stemness related gene expression

2 NPC EGLN1.SLC27A6 mRNA
(xs)
Tab.2  Expression of EGLN1 mRNA SLC27A6 mRNA and

stemness related genes in NPC cancer tissue and

adjacent tissue

EGLNI 5-GAAGGCGAACCTGTA- 5TTCATGCACGGCACG-
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AAGC-3’ CCTCGG3”
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ACAGTTCT3* TCTTTTG3"
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AACAC3 AAATCTG3
2 h, LMAI Bio
LM8001 .
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3 EGLNI.SLC27A6 NPC (%)
Tab.3 Comparison of differences in EGLN1 and SLC27A6 protein expression in different clinical parameters of NPC patients
EGLN1 X P SLC27A6 X P
80 54( 67.50) 2.497 0.114 50( 62.50) 0.305 0.581
52 28( 53.85) 30( 57.69)
) <60 51 31(60.78) 0.063 0.802 28( 54.90) 1.133 0.287
>60 81 51( 62.96) 52( 64.20)
38 27(71.05) 1.809 0.179 26( 68.42) 1.365 0.243
94 55(58.51) 54(57.45)
28 16(57.14) 1.202 0.548 13(46.43) 5.164 0.243
30 17( 56.67) 16( 53.33)
74 49( 66.22) 51(68.92)
33 18( 54.55) 1.073 0.300 17(51.52) 1.523 0.217
99 64( 64.65) 63( 63.64)
TNM I~ 50 16( 32.00) 31.034 <0.001 20( 40.00) 14.314 <0.001
[\ 82 66( 80.49) 60( 73.17)
88 61(69.32) 5.811 0.016 62(70.46) 10.725 0.001
44 21(47.73) 18( 40.91)
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Tab.4 Multivariate Cox regression analysis

the prognosis of NPC patients

of factors influencing

2 Kaplan-Meier
NPC
Kaplan Meier curve analysis of the impact of EGLN1 and

EGLNI1. SLC27A6

Fig.2
SLC27A6 protein expression on the prognosis of NPC patients

B SE Wald P HR 95%CI
OCT4 mRNA 0.144 0.102 1.933 0.221 1.155 0.946~1.410
SOX2 mRNA 0.115 0.093 1.529 0.275 1.122 0.935~1.346
NANOG mRNA 0.127 0.101 1.581 0.241 1.135 0.931~1.384
TNM M~V 0471 0.162 8.453 <0.001 1.602 1.166~2.200
0.432 0.110 15.423 <0.001 1.540 1.242~1.911
EGLNI 0.321 0.104 9.527 <0.001 1.379 1.124~1.690
SLC27A6 0.264 0.098 7.257 <0.001 1.302 1.075~1.578
3
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