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[Abstract] Objective To analyze the relationship between serum high mobility group protein Bl (HMGBI1), long
chain non coding RNA H19 (IncRNA H19) and the prognosis of sepsis patients.Methods One hundred and twenty -eight
patients with sepsis diagnosed and treated by the Department of Critical Care M edicine of Xinjiang Uygur Autonomous Re—
gion People's Hospital from January 2020 to March 2022 were selected as the study objects. According to their 28-day clini—
cal outcomes, they were divided into 87 survival patients and 41 death patients. Serum HM GBI and IncRNA H19 levels were
compared between the two groups. Logistic multivariate regression analysis was used to analyze the factors influencing the
prognosis of sepsis patients. The ROC was drawn to analyze the prognostic value of serum HM GBI and IncRNA H19, and
the decision curve (DCA) was used to analyze the clinical benefits of serum HM GBI and IncRNA H19 separately and joint—
ly. Results The level of serum HM GBI in death group was higher than that in survival group, and the level of IncRNA H19
was lower than that in survival group (¢/P=5.212/<0.001, 5.487/<0.001). Logistic regression analysis showed that the in—
crease of serum HM GBI was an independent risk factor for the prognosis of sepsis patients [OR (95% CI)=3.710 (1.965 -
7.004)], and the increase of serum ncRNA H19 was an independent protective factor [OR (95% CI)=0.331 (0.117 - 0.
935)]. The ROC curve results showed that the area under the curve (AUC) of serum HM GBI, IncRNA H19 and their com—
bination in evaluating the prognosis of sepsis patients were 0.760, 0.788 and 0.867, respectively. The combined prognostic
value of the two was greater than the single prediction (Z/P =3.245/<0.001, 2.641/0.008). The results of DCA curve showed
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that the net benefit rate of serum HM GBI and IncRNA H19 combined evaluation model in evaluating the prognosis of sepsis
patients was better than that of single detection within the threshold value of 0.23 ~0.73.Conclusion The increase of serum
HMGBI and the decrease of IncRNA H19 will increase the risk of death in sepsis patients at 28 days. Detection of the two
levels can be used to evaluate the prognosis of patients, and the combined evaluation can improve the net benefit rate.

[Key words] Sepsis; High mobility group protein Bl; Long chain non coding RNA H19;Prognosis
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N Z X &, IncRNA HI19 5| % J¥ 5], b JiF: 5 -
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GTGAAGAC3% W &M 95°C 60 5,95°C 15 s, 1B k
15 5,72°C 45 s, 5OLIEE , #E4T 40 DM, B 3 K,
KA 27 SO Rk
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Tab.2 Comparison of serum HMGBI1 and IncRNA H19 levels be—

tween death group and survival group

4 5l ik HMGBI( ng/L) IncRNA H19

avesi| 87 35.84 £7.81 0.43 +£0.08

T 41 43.62 +8.03 0.35+0.07
t1H 5.212 5.487
P1E <0.001 <0.001

2.2 MAERE UG WS AT DAMEEAE Tl
JEAER AR g (FET =1, 447 =0) , DD 3R IE I
L APACHE II $£43SOFA 43 40 M 1455 WLET - FR
ZR PR R R I 42U T EE W HMGBI  IncRNA H19 4
AR ( YR SEPRE) , AN Logistic 2 K% 114 43
B, 5 R W, g HMGBI F g 2 e s i 8 35 U5 1)
MSTFER R (P <0.01) , il IncRNA H19 F& ik
BRAE R USRI R (P <0.01) , W3 3,

2.3 ROC ZMMiiiE HMGBI \IncRNA H19 34 e i
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Tab.3 Influential factors for prognosis of sepsis patients
N % B1H SE 1 Wald {4 P1E OR {H 95% CI

H RO -12.385

PR <4 0.782 0.402 3.784 0.063 2.186 0.589 ~8.112
IS i 451 %% 0.625 0.385 2.633 0.089 1.868 0.498 ~7.005
X3 ik -0.704 0.411 2.938 0.073 0.494 0.208 ~1.175
APACHE II ¥4 0.341 0.332 1.052 0.091 1.406 0.502 ~3.936
SOFA P14 0.535 0.340 2.479 0.074 1.708 0.891 ~3.274
SE R 1.079 0.479 5.076 0.058 2.942 1.276 ~6.784
NS 0.458 0.413 1.232 0.121 1.582 0.498 ~5.023
JREZR 0.522 0.413 1.598 0.113 1.686 0.422 ~6.733
[ 2 it 0.679 0.347 3.834 0.062 1.973 0. 646 ~6.025
1L 48 A -0.336 0.266 1.598 0.112 0.714 0.188 ~2.715
HMGBI1 1.311 0.347 14.274 <0.001 3.710 1.965 ~7.004
IncRNA H19 -1.106 0.379 8.522 0.009 0.331 0.117 ~0.935
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Fig.1 ROC curve of the value of serum HMGBI1 and IncRNA H19

in evaluating the prognosis of sepsis patients
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Tab.4 The value of serum HMGBI1 and IncRNA H19 in evalua—

ting the prognosis of sepsis patients

o g Youden
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1M17% IncRNA HI19 <0. 34 0.788 0.707 ~0.856 0.878 0.609 0.487
THERES — 0.867 0.796 ~0.921 0.951 0.632 0.583

2.4 JeEEAE B I HMGBI . IncRNA HI19 44T )5
1) DCA DL 3R g 38 R AL b, o AU 15 1B Dy f Ak
b, 25 Tl R SR il 2, 25 2R R, > AU [ R 0 ~
0. 990}, 32 25 % >0, A Im PR E L, HBEE & KUK 9
/N V32 s FEEE N, f RAE  0.300, 7E [ {H 0. 23 ~
0.73 i [l /4, 175 HMGBI . IncRNA H19 B¢ 4 ¥4l ik
BRI AR TS A2 i R0 T B —FE AR A, DLIET 2.

B2 [fiL# HMGBIL.IncRNA H19 $FAL MeEE 0T 5 3% WS iY e 56
g2
Fig.2 Decision curve of serum HMGBI1 and IncRNA HI19 to eval-

uate the prognosis of sepsis patients
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