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[# ZE] BHM BWREEIRIRE(SLE) B SNE MBI T 400 17 (Thl7 4000) /98559 T 40 ( Treg 4H
ML) b2 e PR A A A AL A -1 (MCP-1) K R IR X, Ak #EHL 2018 4F 7 —2020 49 A +IEH ARE
Biliid SLE f3 68 1, AR4E SLE 83 45 JC B A2 R 43 N AR AR B & 41 28 191 (non-LN 4H ) FRAE & R 41 40 £ (LN
2, R BE B fd R Ak 2 35 B (R IR 2 ACHE A2 32 1 R Rt R D Ot 2K 00 e AR A ) &1 3 i B4 4% 41 i ( PB-
MC) ' Th17 ZBEHN Treg ZHM LR, 3% RT-PCR FARKG M Th17 20 AT Treg 40 AR B%E 5% K T4 B R AH ¢ A% 2
A (ROR-yt) ALK IR HESLAREL 5 F 3 (Foxp3 ) mRNA 358, R ELISA A IR MCP-1 K-, 2R H Spearman
FHICITHT Th17/ Treg 4L b2 5 IR MCP-1 (95C R KL Sl RFEFR 0 AH M, R 323808 TAERME 2 (ROC) 4347
Th17/Treg 40 HLZFNRIE MCP-1 /K12 SLE B3 431 LN 4kfE, S8R LN 4451 non-LN ZH Th17 401 L4144 5
AT IR (F = 12.345,P =0.015) , Treg {0 FL ] HL %5, LN 4H < non-LN £l < iR X} A4 (F =22. 388, P <0.001) ,
Th17/Treg ZMI R HE %, LN 2H > non-LN 2H > @R XS BRZH (F =26.674,P <0.001) ; ROR-yt mRNA Fik/KF H% LN
ZH > non-LN 41 > fFEXS BEZH ( F =20. 578, P <0.001) , LN 41 #1 non-LN £l Foxp3 mRNA &1k 7K -S4 T et e o B 4
(F=7.782,P =0.003) ; JR#K MCP-1 /K- Fb4 , LN 2 > non-LN 2H > Xt BB (F =51.231,P <0.001) . Spearman 4
KT BN SLE B3 Th17/Treg 40 3R 5 JRI MCP-1 ZKE £ IEMIE (r=0.604,P =0.017) ,SLE 3 Th17/Treg 2
A5 SLEDAL 3743 B IEAHSC (r =0.534,P =0.021) , IR MCP-1 7K~V 5 SLEDAI ¥4 124 h JREE 7€ 5 52 1EAHOC
(r/P =0.342/ <0.001,0.412/0.023) , ROC Hi4 /R, Th17/Treg I LR SR MCP-1 T SLE 3% 49 LN A ih
T HFL(AUC) 2 0.718.,0. 769, HUREE 4 0. 782 0. 993 , K5 7 4 0. 736 ,0. 569, 4518 SLE &3 LN & RN 7
Th17/Treg 4 Ho A1 2 4 S PR MCP-1 /K- (38, 38 BRA R w4V g #IW SLE 88 951 2 e b, A B FIF4k
LN #E R,
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[ Abstract] Objective To investigate the ratio of peripheral blood helper T cells 17 (Th17 cells) to regulatory T
cells (Treg cells) and the level of urinary monocyte chemoattractant protein-1 (MCP-1) in patients with systemic lupus ery-
thematosus (SLE). Methods A total of 68 patients with SLE admitted to Shiyan People's Hospital from July 2018 to Sep-
tember 2020 were selected and divided into a non lupus nephritis group of 28 patients (non-LN group) and a lupus nephritis
group of 40 patients (LN group) based on whether or not the SLE patients had renal involvement. During the same period,
35 healthy physical examinees from the hospital were included in the healthy control group. Collect clinical data of subjects,
use flow cytometry to detect the ratio of Th17 cells to Treg cells in peripheral blood mononuclear cells (PBMC), and use RT-
PCR technology to detect the corresponding transcription factor retinoic acid related solitary nuclear receptor (ROR- +y t) of
Th17 cells and Treg cells), and the expression of forked helical wing like transcription factor 3 (Foxp3) mRNA. Urine MCP-
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1 levels were measured using ELISA. Spearman correlation was used to analyze the relationship between Th17/Treg cell ratio
and urine MCP-1, as well as its correlation with clinical indicators. Subjects' performance characteristic curve (ROC) was used
to analyze Th17/Treg cell ratio and urine MCP-1 levels in the diagnosis of LN in patients with SLE. Results The ratio of
Th17 cells in LN group and non LN group was higher than that in healthy control group (F=12345,P=0.015). The ratio of
Treg cells in LN group <non-LN group <healthy control group (F=22.388, P<0.001), and the ratio of Th17/Treg cells in LN
group >non-LN group > healthy control group (F=26.674,P <0.001); Comparison of ROR- y t mRNA expression levels in
LN group >non-LN group > healthy control group (F=20.578,P<0.001). The expression level of Foxp3 mRNA in LN group
and non-LN group was lower than that in healthy control group (F=7.782,P=0.003); Comparison of urinary MCP-1 levels in
LN group >non-LN group > healthy control group (F=51.231,P<0.001). Spearman correlation analysis showed that there
was a positive correlation between the Th17/Treg cell ratio and the urine MCP-1 level in SLE patients (r=0.604,P=0017), a
positive correlation between the Th17/Treg cell ratio and the SLEDAI score in SLE patients (r=0.534,P=0021), and a posi-
tive correlation between the urine MCP-1 level and the SLEDAI score and 24-hour urine protein content (7P =0342/ <0.001,
0412/0.023). The ROC curve showed that the area under curve (AUC) of Th17/Treg cell ratio and urine MCP-1 in predicting
LN in SLE patients was 0.718 and 0.769, with sensitivity of 0.782 and 0993, and specificity of 0.736 and 0.569.Conclusion

In patients with SLE and LN, there is an imbalance in the ratio of Th17/Treg cells and an increase in the level of MCP-1 in

urine. The combined detection of the two can be used as an indicator of disease activity in SLE patients, and is helpful in
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assessing the progress of LN.
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RS ZL BRI (systemic lupus erythematosus,
SLE) j2— 1 R K4 5 Z R 450 2 I % 19 45 4 21 219%
oo IRTJBSUR I DR BF 58 45 2R 3 B, R 9% ' R (Tupus ne-
phritis, LN) J& 5 G0 1 21 BER I F8 3 fe i UL I I &CHE
PUAR S RGEZEEL T 20 M FE 53 A 5 B bk L2 40
e T AR i A - I 2% G Al 2 LN R A R R YOG
SR BB T 4000 17 (T help celll7,Th17) &
SO Z T RAEAML A 7, e AU R SO & B
s [ Vg, 4 B R AH 56 I 32 4K ( retinoid-related or-
phan receptor-yt, ROR-yt) JE ¥ UH T 40 g [v] Th17 41y
SRR G SR 2 AT T A (T regu-
lation cell, Treg) IHJ& F CD4 * 5L 4 T ZHAEIEAE, LN
R R P R TR SR BRI SN 1 P3 (forkhead box
P3 Foxp3) , Treg 40 Jifd i 21| 410 i) i B2 G0 952 S5 07 11 4 ¢
GLRETH Z BIVEF™) . Th17/ Treg 20 Ml F- 45 ) 4 15 1F %
TRER S B 1k A B e e A B LY
1 41 MY ¥ 4k 2 H-1 ( monocyte chemotactic protein-1,
MCP-1) 3= Z A 35 2 4 T 36 B A o) B2 40 it 1 4 1k
BOEEH, T LN B & A4 Ktk Bl A LN A%
HhJE I Th17 408, Treg 41 A Lk %8 S SR MCP-1 7K~F
FH LN BmiE sh i 0C & IR A LN ol BEAs
HUAE AL R IE AR
1 #ABEFIE
11 IGARYER #H2018 4:7 H—2020 4F9 A 112
N BB B il N RS KR BHIOA 19 SLE 3% 68
1], ot B A2 R 2R YT IS B0 SR 28 BIFE A

Systemic lupus erythematosus; Lupus nephritis;T help cell 17; T regulation cell; Monocyte chemotac-

FEIRIE B R AL (non-LN 41) , A A I LN 40 Bil1E AR
S RA (LN A1) s HEBR A IF 0 i e B PRI ek 0o
P PERH ZE PRI | b6 S LRl 8 5 . ) BRI
I BE B fi ARG 27 35 ) R fdt e X BR4H , 55 5 41, %2 30
B AEIE 21 ~47(31.2 = 13.3) %, ML H BT ZhiE
LI MO X 2R PRE R IR R HEBR 45 4 4l 2R
g L I BB PR | SeE O 8 B R L T I RO
PRPIEH . AWFIE 2 B BEAS BEZE 5t 24t ifE (20180916~
07) , Z i MR & A W B IS R =

1.2 JRBIBEREARUE (1) G APRUE: 2 18 2019 4FRK
PH XG55 156 A/ 56 1] XU 9 % 25 ( EULAR/ACR) il %
[ SLE 23 26brifED . D2 B 15 41 UG A IE 52, #2003
AF I PR E IE 27 23 (ISN) 1B IS 2 2% 25 (RPS) il 7
[ LN G B 22 pr e e o QIR EF1=0.5 ¢/24 h
BRI R E A (+ + +) ;MBS RR, 21
YA LA R R S A R e N IR, Bk 3
S R H— BRI 26 LN 2H, (2) HERR AR E . T BE
F& S A A E RN Sh AR 5 I R
B R E Sk AR IR 5 S 2 Y SLE R 5 18 M
JIERS (CKD) 4 #LL A LN B2 4 9 ol 5 & Pk ak
Ak R B N 5 7 O T G D BRSO
PEPI o W S5 SR & (R R S FL
PE B RS IR B WO BN A O RO s AL
e

1.3 WMFEbR5 ik

1.3.1 SLEDAI J¢ 5050 = A OCHRIn A . iD sk A
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SLE f &yt , 2 IS0k [ 51115 SLE B3 SLE $oii
G NFE %50 (SLE disease activity index, SLEDAI) | F %1
SRR SARAE QDT Al AE RO LSRRG | pip 2
P RIS A A AR TR LR
IR Wi Ak Bk O s itz i s AR, 0 B AR
T KA AREMAILAE P XUE DNA HiK (ds-DNA ) 38
fe /N ARG B RLDR LR R R AR IR . SRR
SLE H 1 a3 I K 42 1 3 ml, 25 198 40 B 430k
L H ;SR R EC R 58 2T 4 4R ( ESR) 5 B4 By
B 5 ml, R GRBEDCIER M PT dsDNA PR M ; R
FH ARS8 o 0 5 =880 C O 85 H (hs-CRP) 24 h JR
A B Mg AMA C3,C4 B,

1.3.2  Th17 Fl Treg 4t A . 4 OB 55 %) S0 fme 25
HE ISR IDK I 4 ml AR RR EAPTEE , in A NI T 20 B 50 25
W, 28 Ficoll % 5 B B 55 .00 15 4 5 48 JBCHR S 4% 40 i
(PBMCs) , Lk PBS w5t & 10% & 4= Ifit 75 %) RPM1640
Br IR R B A A T AR RE DR A R (2 ~
5) x10° /ml, #4445y PBMCs FEA MR 2 45, 43 5
TG Th17 ZHAEAN Treg 41MHE, Th17 I 5E & MA B
FEMR 2.5 pe/10° MRS T8 R 2 wl (KR E 1
pg/ml) ,E T 37°C 5% CO, 4G 346 R H 3 h,
WEE SE UG, FH PBS BRI 2 K, & A FITC #Ric Ay
CD3 HLwifEPLIAR PE ARic iy CD4 HLsc EHTIR A PE 45
e Cy5-CD8 HLyg R A4 5 pl, Lk CD3 " CD8 -
T A0 CD4 " T 400, 4°C BB H 1 h, JILA PE
PRIy IL-17A SsaREdii, 2D 1 h, PBS Bk 2
UE , AT 22 400, #1052 s R) P 3t =X 40 A
(3£ BD 2 ], Calibur %) &, DA CD3* CD4 * 1L-
17A* 280 Th17 4L, Treg 20 I 2 4 ke G A
CD4 HL3afEHTIA (CD4-PerCP)5 pl,CD25 — BLLAH 5
ul,CD127 - ZHIBEMRERET - Cy5 5 pl, #EHF
1 h,PBS YEi& 2 UG InA T 22 8, B0 2 B ) g b 3 =X
2R AR, SR CD4 ¥ CD25 * CD127"" 4l il 2 /R Treg
Yl FITC FRic iy CD3 HLrepEHLIA  PE #RiC AT Cy5-
CD8 HLBEEDOLHUA PE ARiC Y IL-17A Hsg B
CD4-PerCP ,CD25 — BELLER [l CD127 — £ Hl it 4%
KEH - Cy5 3 A FE [ eBioscience 22 A 5 Ik L 41 i 43
B OB TR B ER A AT LR p
[ Sigma 23 A AL, B AR M A AT U ZE A
TREMEABRAT, H Flowjo 7.6 B4F RS/ 2
i e

1.3.3  ROR-yt I Foxp3 mRNA #:0f . 5% F RT-PCR {2
K ROR-yt F1 Foxp3 mRNA 7E PBMCs H1 iy 235 i,
DL IR Ficoll %5 B RS B 5.0 540 B HE B PBMCs, 4D

MR A Trizol ¥ #EHL RNA J&, 5% 5 & B ¢DNA, H
SYBR {75 ABI 7900HT system [ #E1F PCR I .
IR EL 2R A5 BV cDNA % 556370 & . SYBR % (83
F &35t 75 B Sigma 2 w4, AHOC I 514 h
Primer Premier 5.0 F2 /71T, NS0 B Wlah & H ( B-
actin) , 5915 B IR TR HE AR MR 55 B W
SERL, W3 1. Foxp3 1 ROR-yt mRNA 4551 542
MR CT K IEHFRRN

% 1 ROR-yt Foxp3 FINB I 5 HF5)

ROR-yT, Foxp3, and internal reference gene primer se-

Tab. 1
quences

HMH 5191575
#5314 .5 CCGAGATGCTGTCAAGTTC-3”
T #5149 .5 TTCCTGTTGCTGCTGTTGTC-3
Foxp3 514,52 TTCGAAGAGCCAGAGGACTT-3"
#5149 .5 ATGGCACTCAGCTTCTCCTT-3"
514975 ACCACAGTCCATGCCATCAC-3”
T 514 .5+ TACCACCCTGTTGCTGTA-3”

VE s ROR-yr. 2 H R G IR 32 s Foxp3. Sk SR 8L % s 14 T
P3; B-actin. B-NBIE A,

1.3.4  JRIE MCP-1 ¥ FEALI . 435I ML SLE f8 & % fi
BN IR 251 1 T T BOIR 5 ml, BRI W, SR
ELISA XU 0ol 135 W MCP-1 ¥ B | B bR ) H
Benchmark 23 &) 4= 7=, 5 HM-560, 387 &5 B #i VL5
SEAEPIEARA PR vl 24t B E 40 & vl W] D IR
AT,

1.4 itk I SPSS 20. 0 kit 45 5 4b
L HECRR ITEECR (% ) R, L IE] Fe R A )
K 5 A IES MR TR DL v £ 1R, 4l
R ¢ KB AL R 25 25 43T 5 T a4 A [E) 9 4 G
PG R A Spearman AR ST R 32108 TAESRR
fERTZE (ROC) 4347 Th17/Treg 40 LR FI PR MCP-1
KL SLE B354 LN B3k, P <0.05 %S
Aaiitrm X,

2 & R

2.1 241SLE BEIGIRER L 2 4 SLE B H P
AR AR P dsDNA W AMA €3 FMA c4
L ERGFE X (P >0.05) ;LN 41 SLEDAI ¥
4y JREE S (24 h) (ESR  hs-CRP /K-35 T non-
LN 20, i (40380 (WBC) | ifi /M4 ( PLT) $445%
F non-LN 4 (P <0.05) , lL#E 2,

2.2 ASHSME I Thl7 405, Treg 4 i & Th17/Treg
R B LN A non-LN 2H £ AP 1L Th7
2 0 H 9] e T X FRZH (P <0.05) , 17 LN 215 non-
LN #2522 G145 L (P >0.05) ; Treg 4fi i

ROR-yt

B-actin
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%2 LN 5 non-LN 4G KR R

Tab.2 Comparison of Clinical Data between LN Group and Non

LN Group

% H “("2'38?1 (’El\iiﬂo) Yot Pg
R (B L, B 2/26 5/35 0.096 0.755
AW (v x5, %) 32.1+10.4 30.2+14.5 1.45  0.435
FETE(x £5) 5.9+3.1 6.4+3.1 1.09 0.312
SLEDAI ¥4 (X +5,4%) 7.4+3.1  11.3+5.6 2.13  0.011
JREAERE (x+5,0/24h) 0.34 £0.14 2.32+1.12 2.84  0.001
L ds-DNA(x +s,1U/ml) 199.4 +77.8 243.5+74.3 1.12  0.233
M C3 (% £5,2/1) 0.72+0.29 0.63+0.33 1.31  0.405
M C4(x £5,/L) 0.52+0.21 0.42£0.17 1.14  0.221
WBC(z+s, x10°/L)  4.42+0.69 3.12+0.39 2.28  0.031
PLT(x +s, x10°/L)  123.2+72.6 89.2+22.5 2.54  0.043
ESR(x +s,mm/h) 19.3 8.7 32.2x11.3 3.34  0.001
hs-CRP(% +s,mg/L) 13.2+5.3  22.4%6.8 3.93  0.001

Feff [ %88, LN 4H < non-LN 4H < f@ X B4 (P <
0.01) ;Th17/Treg 4HMI LA LH 4L, LN 2 > non-LN 4 >
fAFEXTIRAL(P <0.01) , W3 3,

2.3 424 ROR-yt I Foxp3 mRNA 7£ PBMCs H Al 3
B ROR-yt mRNA F ik /KA, LN 41 > non-
LN 20 > f2 BN HRZH (P <0.01) ; LN ZHHl non-LN £
# Foxp3 mRNA 3K 3k 7K PR T fa Xt 4 (P <
0.01),LN 45 non-LN 4 L5, Z R LG T 2F 5 X
(P>0.05), %3,

2.4 FHUIPRWE MCP-1 W A LN 435 IRl
MCP-1 & J&F Jy (367.7 +76. 8) pg/pmol, non-LN £ Jy
(217.6 = 89. 9) pg/wmol, {8 K X BR 241 4 (102. 6 +
43.5)pg/pwmol, JRIK MCP-1 ¥ i Fb %, LN 44 > non-
LN 41 > XA, ZR AT E XL (F =
51.231,P <0.001) .

2.5 Th17/Treg 40l b3 5 JRW MCP-1 136 R J K
SIGIRIEPR A YE AT Spearman A &1 43 BT 3%
H1,SLE 83 Th17/Treg 4} bt 5 JR & MCP-1 /K-
BIFAHE (r=0.604,P =0.017); JR K MCP-1 5
Foxp3 .\ROR-yt mRNA ik & JoAH & (P >0.05),
SLE H#& 4ME L Th17/ Treg 40 b %5 SLEDAT ¥4

£33 HHMNEIM Thl7 Treg 40 Th17/Treg 401 Ho 45 & ROR-yt  Foxp3 mRNA &3k H#¢

BIFAHKE (P <0.05) ; JRIE MCP-1 ¥ )& 5 SLEDAI ¥
424 h JREFE S EIEHE(P<0.05), WFE 4,

R4 HMEUL Th17/Treg A HL 3 FRIE MCP-1 1% BE 5115 A48
PREGAR A
Tab.4 Correlation between peripheral blood Th17/Treg cell rati-

o, urine MCP-1 concentration, and clinical indicators

5 H Th17/Treg 4l L3 PRI MCP-1 #eJEE

r{E P1H r i P1E
SLEDAI .4y 0.534 0.021 0.342 0.001
WBC 0.045 0.235 0.056 0.065
PLT 0. 004 0.332 0.061 0.443
24 h JREEHER  0.081 0.421 0.412 0.023
$i ds-DNA 0.027 0.313 0.024 0.096
ESR 0.032 0.596 0.033 0.102
hs-CRP 0.002 0.120 0.042 0.233
MA €3 0.020 0.072 -0.012 0.412
Mk C4 0.017 0.063 -0.023 0.238

2.6 Th17/Treg #fi Jfl Lt % J2 JR & MCP-1 7K 12 Wi
SLE 43 LN i s 9L fE ROC HRZRArHras 3R B,
Th17/Treg 4L Fb 3 R MCP-1 /K2 Wr SLE (%
A LN B2 F 1 AL ( AUC) 4 0. 718 ,0. 769, WLZ&
581,

5  HMEIM Th17/Treg 21 i b 36 K& R MCP-1 7K LN
PRI TG BN B S HE gk

Tab. 5  Comparison of Effectiveness of Peripheral Blood Th17/
Treg Cell Ratio and Urine MCP-1 Levels in Predicting
LN Disease Activity
P " R A B Youden
GIA ¥ Cut-off {H AUC TR FRS R gy
Th17/Treg 2L LR 0.643 0.718  0.782 0.736 0.518
JRW MCP-1 VR 401.19 pe/pmol  0.769  0.993 0.569 0.562

3 3 i

BOVYE T AR TS fL M B kL4 ShRE T it 5
SLE )RR BN Y], T bk 4008 D1 e B F2 2 78
SLE H B e iy v B 45 S EEEH , IF B 2884 &
iR BEACKE CD4 T Ik B 40 R 43 B Th 4

(x%£5)

Tab.3 Ratio of Th17, Treg Cells, Th17/Treg Cells, and ROR in Peripheral Blood of Group 3-y Comparison of t, Foxp3 mRNA Expression

A5l % Th17 #H1( % ) Treg Z4HHE (% ) Th17/Treg 4 Hk. 3% ROR-yt mRNA Foxp3 mRNA
fa B HR 21 40 1.23 +0.35 5.44+1.72 0.33+0.14 4.34£1.67 3.85+1.62
non-LN 41 28 3.13 0. 83" 4.62 £0. 89" 0.59 0.26* 8.42 +3.89° 2.66 +1.28°
LN 741 40 3.82 +1.29° 3.42 £0.75% 0.78 +0.41% 12.23 +4.84% 2.35 0. 84"
F {8 12.345 22.388 26.674 20.578 7.782
P 0.015 <0.001 <0.001 <0.001 0.003

0 ST IR 4, " P <0.05 ;5 non-LN ZHHLEE,"P <0.05, ROR-yt. 4 I BR AR S IIAZ 524K ; Foxp3. XSk BURAZ g s 1 1 P3
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Bl 1 Th17/Treg 4 Md Lt 3 K2 SR MCP-1 7K 712 W SLE 4 Jf
LN 53] ROC ik
Fig.1 Th17/Treg cell ratio and urine MCP-1 level diagnosis SLE

combined with LN activity ROC curve

FRIFA Th2 ZHHE 2 AEAF &5 W AR i i 5, 21
TG0 A0 S AR TR R 4% 3 5 22 oA [R] A 2
7 R SPESON  Th1/Th2 15 K By g 5% i 7E SLE
ML A VE FH B RIS 78 Rl Th17 40 A
Treg 4 A4 4 & BLAY PR [F] TA5 48 Th 2
Th2 40 CD4 T 4HMEHE, =35 5 A B e 1y ¢
FAEITAE T I L,

Th17 #4076 A% 5% 5 1T ROR-yt BYPEHE R, 45 5
b 5 TL-17 , J 285 AR S — Tl i A0 1) i 2 44 200 i P
T, AT A 0 200 R PN B 200 i ] S5 40 ) S
B OB 5500, 340 1L-6 1L-8 25 ZFp 46 1t P Tk
RATLER A, S S I IR B8 1 TR0, s AL 4 7 B
G PEIT, IE 2 5 2R [ B B MR 1 &R R
&, Treg 2 SV A A PN 4 S 2k 3R 58 PR TR e SR PRl
Foxp3 , HA M il 2 R RN AT BB K% 5 Foxp3 £
BRI VI, Treg Z0M T P il 5T 2 P CD4 * T 41
FIFa AT 14 TGF-B IL4 il IL-10 25 B A M 44k
FAAMAR IR 7 (4 4300, X 11 B K2R T 41 305 A A3 g ke
FOREAER, BOAH Treg IIFRASAE S SLE 1)
R RSB R SLE £ A0 JE I Th17 40 A
Treg 4NAEAYAETLAS 5 [ Py AMRIE A —5( ) 7
/R SLE (8 Treg 4 2 i 52 L eI , A0 1 5 17
RE 1055, FERE Th17 4%k H 350 K K58 % s iy 800
fRI3E5E  Schaier " BF 58 F B | 55X R4 AR TG
Sk SLE B3 e, b T 6 shi iy SLE & 4 E
Il CD4 * CD25 * Treg 4 I 114 5 32 7 1 T R B & T &
H. Foxp3 mRNA FKiA7KF-FEAR, JG LRSI R 2T, £

B Foxp3 mRNA FRik7KF-M TR, Treg AT CD4* 2K
7 T 248 6 Py 154 B R 43 006 ) i 1 400 o) 255 g B I 9 5
AWEFEH SLE % ZMH 1l ROR-yt mRNA Fik &I i
Tt FEBE Foxp3 mRNA FRak KV BRI, $e 8 — & 7
SIVER Th17 405 Treg 40k A 1T > i 5 55 ]
5, HEh AR v RE & SLE A i A2 rp 5 Pk s 1
JA SRR R EEAL N R DA e &
P, SLE H#AME I Th17/ Treg 400 1% 5 SLEDAI 11
ST IEAR G, BRI B 25 Th17 211 )2 Treg 41 IS e
il , AT REXT A SLE i 16 sh LA R 2 3,

LN J& SLE ™8 (% I & i 22—, "B I o 32 R pid
TR R G PE 5 DTN 5 1 240 e i i [ Jo
G RIFFE 4R > LA B SLE 8 ek R AN )
Wy B 35 2R B R TR R E 1) B R 2, AR 9 AR
IR, LN 3 Treg 4 LU T K% S Th17/Treg 4 jid
LU A8 8 2 A A B B G 1 B B 3 19 SLE 8 25 58 i
B, Wu ZE I BFSEUESE, Treg 40 L BE A R4 ] BWFI
AIEHIRL/NEL B 41 D) 68 1935 2y, [R1 B Al sk /Dt ds-
DNA FUIR =4 4k B AR M B R & . 456
AMFFELE AN, LN 8 E AN Treg 20 L L ] 1) T B
A[HEIAS PBMC H ROR-yt T2 D) g8 58 , 380 Thi7
200 B 9 M I IO RGBT B XS T i A P 40 B PR I 4% 114
EAER ., AU LN B#H Treg 44 L 71 [7] Foxp3
mRNA 357K, A& Th17 40 b9 5] ROR-yt mR-
NA FRAKFIEARRBH 62— 800 E M, 27 Th17/
Treg 2 K 20 i R 1~ 9 26 A5 LN H 4R FH Y 52 2 1k
AN B B, ELAE B 53, vl REXE LA
564 B Th17/Treg AMITE LN AR AILEIH A9 1EH]

MCP-1 2# LR 1 cC WH KR — 5, EE i
AN | v 200 R P Bz 20 o3 b, AR AT 9T R B,
MCP-1 A5 SR o 2 BE 238, (i 2 0 R M 40 it
HOE AN B A0 TR LN AR 507 R4 7E LN
VAR5 S v R AR Sh R YT IR IR IR IE AR
SLE f 2 L5 MCP-1 K-8 0E 3 6 MO B2 14
H 5500 sh B B A OC Y AR ge 45 R %, SLE
A MCP-1 7K A it e o B2 B e 34 &5, HLAE BT
LN fB 25 v i s SO B 2, A OC M AT $2m SLE R
PR MCP-1 ¥ i 5 SLEDAI $F43 1 24 h JR & &
KR EARSE 488 HAE SLE JoH2 LN R HLE i
R UHER . ENAFS R, JLE SLE B I
MCP-1 FE7KF- AL 5 & SLEDAT ¥4 VI AH 56, nf
S SLE 3 BBmIE SR L, i REAVE AR A8 LR
BB RS BU S bR ARBESE ROC 4B
255 %, Th17/ Treg 40 H ZR2 W SLE .3 & JF LN
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TH3I AUC 7 0. 718, JRIE MCP-1 7K~F-%F SLE & Jf
LN JHE2 i) AUC 2 0.769 , — % ¥ LI B i1
Wi B, $2 /R Th17/Treg 4 LR AR MCP-1 ¥ &
WD, WTREAE R SLE A BR 24 h FRAEE (1 A A M
FE AR B DAL 2, A, AT SR R W
LN f55 Th17/Treg 400 bR 55 /K MCP-1 S 1EAHC , #E
M SLE &K Th17/Treg 40 L 1 i, nTRES | &
ALHE MCP-1 78 NG T e 2 1 40 i PR 7 I 45 35 6L, 32 3
LN B R4 0 2, v 5 O 22 9 itk A5 1 PRAJF 98 15K

MZLSLE M ERAR—ARHE 2 ZHRILF S
Y55 H ABF ST Th17/ Treg 40 M L 1] 2% 45 F1 R
W MCP-1 K- F-r3E 4l g2 5 SLE By & 0, JF H S
PIREARTE S EE ) LN (R4 R R %), A IR
& MCP-1, /&P Th17 4088 . Treg 20 A LA (430 52 45 7T
REAE R SLE 175 Wi I i) 1 48 4
P22 SR A 1R 75 TR 45 vh e
e ERmHAER

FRE I RS, SR I L R 4 4
BB R TR R AR BT
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