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[ Abstract] Objective To study the expression of nucleolin 2 (NUCB2) and integrinB3 (ITGB3) in nasopharyngeal
carcinoma (NPC) and their prognostic value in NPC patients. Methods The cancer tissues and adjacent tissues of 94 patients
with NPC who were admitted to the Department of Otolaryngology in the First Affiliated Hospital of Naval Medical Universi-
ty from March 2017 to March 2018 were collected. Real-time fluorescence quantitative PCR (qPCR) and immunohistochemis-
try were used to detect the expression of NUCB2 and ITGB3 mRNA and protein in cancer tissues and adjacent tissues. Kap-
lan-Meier method was used to analyze the effect of NUCB2 and ITGB3 mRNA expression on the survival and prognosis of
NPC patients. Cox regression analysis was used to analyze the prognostic factors of NPC patients.Results The positive rates
of NUCB2 and ITGB3 protein expression in cancer tissues of NPC patients were 95.74 % (90/94) and 87.23% (82/94), re-
spectively, which were higher than 8.51 % (8/94) and 10.64 % (10/94) in adjacent tissues (X°/P=143.323/<0.001, 29.139/<0.
001); The relative expression of NUCB2 and ITGB3 mRNA in cancer tissues of NPC patients was higher than that in adjacent
tissues, and the difference was statistically significant (¢#P=49.760/<0.001, 43.704/<0.001); The expression levels of NUCB2
and ITGB3 mRNA in NPC tissues of TNM stage Il ~ IV were higher than those of TNM stage 1 ~ Il (#P=17.443/<0.001,
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14.275/<0.001). The 5-year overall survival rate of NUCB2 high expression group was 52.17 % (24/46), which was lower
than that of NUCB2 low expression group (83.33 %, 40/48) (Log-rank X’ =10.941, P=0.001); The 5-year overall survival rate
of ITGB3 high expression group was 53.33 % (24/45), which was lower than 81.63 % (40/49) of ITGB3 low expression
group (Log-rank X°=9.832,P=0.002). TNM stage I ~ IV, increased NUCB2 mRNA and increased ITGB3 mRNA were in-
dependent risk factors affecting the prognosis of NPC patients[ OR(95% CI)=1.608(1.225-2.112),1.839(1.228-2.753),1.738(1.
246-2.426) ] .Conclusion The mRNA and protein expressions of NUCB2 and ITGB3 are up-regulated in NPC tissues. They

are involved in the progression of NPC tumors and are markers for evaluating the prognosis of NPC patients.
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Tab.1 Comparison of NUCB2 and ITGB3 mRNA expression in

NPC tissues and adjacent tissues

Ao 1% NUCB2 ITGB3
s A 94 1.12+0.21 1.05£0.11
FEAL 94 3.53+0.42 2.79+0.37
(1l 49.760 43.704
PH <0.001 <0.001

2.2 NPC 48U 554 2% NUCB2 ITGB3 3%

K NPC ZH40% NUCB2 ITGB3 25 v T4 it J5
I B, i 2H 2 FH P 2855 00 2 95.74% (90/94) |
87.23% (82/94) , fm TG 55 211 8.51% (8/94) |
10.64%(10/94) , =5 A g it2% 8 L (X* = 143.323 .29.
139, P #J<0.001) , W 1,

Bl 1 NPC 2121 Jus 55 4141rh NUCB2 \ITGB3 K 1133k (%)
2Lt x200)
Fig.1 Expression of NUCB2 and ITGB3 proteins in NPC tissue and

adjacent tissues (immunohistochemistry staining, x200)

2.3 NPC #H#17 NUCB2 .ITGB3 mRNA ZiK7EA[A] il
PR/ BRI P 1 22 S HE 88 NPC 4148k NUCB2,IT-
GB3 mRNA FiR7K MBI AR AR s i B Y |
SHACTREE SR P LR ZER LGB L (P>
0.05) ; TNM 43 #3 1I ~ IV #H 9 NPC & 41 41 1 NUCB2 |
ITGB3 mRNA #iA/K - F TNM 4303 T ~ 11 # ( P<0.
01),W%%2,

&2 NPC AU NUCB2 ITGB3 mRNA ke A [l R/ BAFIE T A9 2252 AL (wes)
Tab.2 Comparison of mRNA expression differences of NUCB2 and ITGB3 in NPC tissues across different clinical/pathological features

moH 1%k NUCB2(n=94) i P ITGB3(n=94) (18 P

4531 % 57 3.58+0.4450 0.151 2.83+0.37348 0.181
“ 37 3.45+0.40 2.73+0.32

AR <60 % 41 3.45+0.3%584 0.117 2.75+0.30969 0.335
>60 % 53 3.59+0.45 2.82+0.38

W2 A s H 40 3.57+0.0815 0.417 2.81+0.37420 0.675
J 54 3.50+0.39 2.78+0.32

PG HEA TR faAb iy 20 3.48+0.0541 0.586 2.79+0.36181 0.834
B SR i g i) 28 3.60+0.39 2.82+0.33
B[S o N itk 2 46 3.51£0.45 2.77£0.35

AT sk 52 3.50+0.0318 0.416 2.77+0.38672 0.503
stk 42 3.57+0.39 2.82+0.33

TNM 4335 I~ 32 241003343  <0.001 2.02+0130275 <0.001
I~ Vi 62 4.11+0.49 3.19+0.41

WS A 41 3.61+0.3%38 0.105 2.83+0.32970 0.335
Jc 53 3.47+0.44 2.76+0.31




- 1376 -

BEXER A 2024 4F 11 A58 23 55 11 8] Chin J Diffic and Compl Cas, November 2024, Vol.23,No.11
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fRFIR4 1Y 83.33% (40/48) (Log-rank X*> = 10.941,P =
0.001) ;ITGB3 JE k4 5 4 BAEAF RN 53.33% (24/
45) ik T 1TGB3 K F L 4114 81.63% (40/49) ( Log-
rank X*=9.832,P=0.002) , WL/& 2,

2 Kaplan-Meier f1£8 3 H7 NUCB2 ITGB3 mRNA Fik AR %F
NPC 835 A A T B 5% T

Fig.2  Kaplan-Meier curve analysis of the impact of different
mRNA expressions of NUCB2 and ITGB3 on the survival
prognosis of NPC patients
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Tab.3 Multivariate Cox regression analysis of prognostic factors in NPC patients

ES B1H SE i Wald 1§ P{H OR 1§ 95%ClI
TNM M 1L ~ IV 15 0.475 0.139 11.678 <0.001 1.608 1.225~2.112
NUCB2 mRNA F}+&% 0.609 0.206 8.740 <0.001 1.839 1.228~2.753
ITGB3 mRNA T+ 0.553 0.170 10.582 <0.001 1.738 1.246~2.426
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