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[ Abstract)

and invasion rate. Recent studies have found that abnormal expression of long non-coding RNA (IncRNA) in TNBC can par-

Triple negative breast cancer (TNBC) is a special type of breast cancer, which has a high recurrence rate

ticipate in biological processes such as proliferation, differentiation, migration, autophagy and apoptosis of TNBC cells through
multi-gene or multi-signal transduction pathways, and play an important role in the occurrence and development of TNBC.
The molecular mechanism of action regulated by IncRNA is currently a hot topic in TNBC research, which can be used to as-
sist diagnosis and prognosis prediction, and is expected to become a potential target of TNBC. This article reviews the charac-
teristics of IncRNA, its specific mechanism of action in TNBC and its prognosis.
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