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[# ZE] H® MREBE(GC)HALhE TCP1 WHIHBE R 5(CCT5) &8 E R MM CE N 1(OMAL) £k
5 bR BB (EMT) BARSCHE 0 i 5T GC IR RIS MME ., FiE I8k 2019 4 2 H—2020 4F 2 A RT3
= EREHANEHZIAN GC B 104 IR JGEALURIEH AL, RSSO0 E & PCR &l 414 CCTS . 0MA1
mRNA ik & EMT 4845 ( Twist,N-cad , Vimentin) mRNA ik ; 5K H A2 ALK 20 21 CCTS ,OMAL 2 7K ; Pear-
son FHIC43HF CCTS .OMA1 mRNA 5 EMT $5 45 A9HH 4% ; F FH Kaplan-Meier {i£& 40 COX [H]J9 404/ CCTS .OMA1 mRNA
%t GC BEWGHIY I, &R GC AL CCTS ,OMAL  Twist N-cad , Vimentin mRNA & TS5 404 (1/P =71.623/ <
0.001,81.587/ <0.001,38. 717/ < 0. 001, 52. 234/ < 0. 001 ,44. 813/ < 0. 001) , GC ZH 4L CCT5 ,OMAL BHHM: 2Ny
86.54% (90/104) 88.46% (92/104) , i THEFZHLN 5. 77% (6/104) 7.69% (8/104) (x* =136.500,135.893 P ¥ <
0.001), GCZHZH CCT5 .OMAI mRNA ik Twist,N-cad mRNA , Vimentin mRNA £ 1EAH3E (CCTS . r/P =0. 754/ <
0.001,0.612/ <0.001,0. 649/ < 0. 001 ; OMA1L;r/P =0. 716/ <0. 001,0. 695/ <0. 001,0. 713/ < 0. 001 ) ; CCT5 ,OMAI
mRNA FRIETE GC BH LR A B2 R E55EF8 TNM 43 308 5 vh 2 38 K P81 (CCT5 ¢/ F/P =302. 221/ < 0. 001,
12.763/ <0. 001, 244. 850/ < 0. 001 ; OMAL ; t/F/P = 402. 771/ < 0. 001, 13. 069/ < 0. 001,305.421/ < 0. 001) ; CCT5
mRNAEFIRLA M) 3 4F B TR RN 44. 00% (22/50) K TR FIK 1 75. 93% (41/54) (Log-Rank x* =7.156,P =
0.008) ,0OMA1 mRNA EZIL4H M 3 4R MAEAESRN 39.22% (20/51) AR TARFEILZARY81. 13% (43/53) (Log-Rank x* =
8.901,P =0.003) , ZHEFRBEAR I E554R8 TNM 433124 I CCT5 mRNA &5 (OMA1 mRNA =20 GC B E TS
HI GRS I 2 [ OR(95% CI) =1.554(1.217 ~1.986) ,1.670(1.274 ~2.189),1.751 (1.302 ~2.354),1.495(1.105 ~
2.021),1.483(1.079 ~2.037) ], &i& GC AL CCT5 OMAL Fik i, 5 EMT 8456 56, 214G GC BF USRI
H[FJ;:*/]“L‘A\%(:
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[ Abstract] Objective To investigate the correlation between the expression of chaperonin containing TCP1 sub-
unit 5 (CCT5) and metalloproteinase associated protein 1 (OMA1) in gastric cancer (GC) tissue and epithelial mesenchymal
transition (EMT), and to analyze their clinical prognostic value.Methods From February 2019 to February 2020,104 patients
with GC diagnosed and treated in the Department of Gastroenterology of Wuhan Third Hospital were selected. The expres-
sion of CCT5 mRNA, OMA1 mRNA and EMT markers Twist mRNA, N-cad mRNA and Vimentin mRNA were detected by
real-time fluorescence quantitative PCR; The expression of CCTS and OMAL1 protein was detected by immunohistochemis-
try; Pearson correlation analysis was used to analyze the correlation between CCT5 mRNA, OMA1 mRNA and EMT inde-
xes; Kaplan-Meier curve and COX regression were used to analyze the effects of CCT5 mRNA and OMA1 mRNA on the
prognosis of GC patients. Results CCT5 mRNA, OMA1 mRNA, Twist mRNA, N-cad mRNA and Vimentin mRNA in GC
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cancer tissues were higher than those in adjacent tissues (¢/P=71.623/ <0.001, 81.587/ <0.001, 38.717/ <0.001, 52234/ <0.001,
44813/ <0.001). The positive rates of CCT5 and OMA1 in GC cancer tissues were 86.54 % (90/104) and 88.46 % (92/104),
which were higher than those in adjacent tissues 5.77 % (6/104) and 7.69 % (8/104) (x° =136.500, 135.893,P <0.001). The ex-
pression of CCT5 mRNA and OMA1 mRNA in GC was positively correlated with Twist mRNA, N-cad mRNA and Vimentin
mRNA (/P =0.754/ <0001, 0.612/ <0.001, 0.649/ <0.001; 0.716/ <0.001, 0.695/ <0.001, 0.713/ <0.001); The expression levels of
CCTS mRNA and OMA1 mRNA were increased in GC patients with worse differentiation , lymph node metastasis and higher
TNM stage(CCT5; ¢/F/P=302.221/ <0.001, 12.763/ < 0.001,244.850/ < 0.001;OMA1 ; t/F/P =402.771/ < 0.001,13.069/ < 0.001 ,
305421/ <0.001); The 3-year overall survival rate of CCT5S mRNA high expression group was 44.00 % (22/50), which was
lower than 7593 % (41/54) of low expression group, the difference was statistically significant (Log-Rank x° = 7.156, P =
0.008). The 3-year overall survival rate of OMA1 mRNA high expression group was 3922 % (20 / 51), which was lower than
81.13% (43/53) of low expression group (Log-Rank x° =8.901,P=0.003). Poor differentiation, lymph node metastasis, TNM
stage I, high CCT5 mRNA and high OMA1 mRNA were risk factors affecting the prognosis of GC patients [ OR©95% CI)=
1.554(1217 — 1986),1.670(1 274 — 2.189), 1.751(1.302 — 2.354), 1.495(1.105 —2.021),1.483(1.079 — 2.037)]. Conclusion The ex-
pression of CCT5 and OMAL1 in GC is up-regulated, which is related to EMT indicators and is a tumor marker for evaluating
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the prognosis of GC patients.
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B i (gastric cancer, GC ) J& NI AE A CIET- Y
LA, 2020 4F 4 BORT & 108. 9 J7 (I MISET 76. 9
it BT GC AT RS TAR BT 4 g
WRE S E R A, BRE W BUR RE &
TCP1 W AR H 5 ( chaperonin containing TCP1 sub-
unit 5,CCTS) 2 HAFHMREE M TCP1 ZEWIIALUA,
LA ATP AR Y 5 sUAE 2 IR 4 &, 5% 1 B F-
R B IR G RN DR R, 45 W g b
CCT5 ik A, JHCREIG o g 40 4 Joe T IR A s, £ ik
iR R A &R R ARG S A 1 (OMAL
zinc metallopeptidase, OMA1) E—F 48 NikEE, 55
KSR SRR D RE M B SE R B, 2R
H OMATL #5215 BE 5 i 4 ML L= B [ 5 e 4K (epi-
thelial mesenchymal transition, EMT) , {1 #F 2| i 9 40 g
R ARES . EMT 2 GC ARFHR R AL R RE 11
HEAEY) R W A AR R O AN A AR A
HeAsl™ O HET GC P CCTS ,OMAL B33k K 7 Uit R
HEE, AT GC 4141 CCTS . OMAL [R5, #
WP S EMT $8 bR AR SCHE R U B 3 Hka an
1 BEREHE
L1 IRBORE  [IEPENCER 2019 4F 2 H—2020 4F 2
AR ZEBHENRHZTE GC B3 104 BiIR S
TR BRI 5 414, Foh 55 56 4], Ze 48 1] 4R % 30 ~
82 (63.21 £6.29) 2 ; & Ifil He 52 32 4], B IR 95 L 16
i BITCH B M GC KR S & Ik L 4554 7% 70
i) s e A% . <5 em 66 i, >5 cm 38 1 FPRi v & .
FRRFRDTI IR 20 41, 5 AAHTE 20 1], 144 17] 15 S35 55 191

Gastric cancer; Chaperonin containing TCP1 subunit 5; Metalloprotein associated protein 1; Epithelial

TNM 7330 . 1 3 26 ], 11 89 42 51, 104 36 141 ; e o
b A3k 28 i, Ak 40 AR A3 Ak 36 I, ASBFSY
RAFEBEACHEZS Dy 25 B AZ AL VE (20230640) , FRE EUK
& A [ A B A R 1S

1.2 JRBERARME (1) AFRE: DGC B3 A
sz B R E 2 VAR F RGBT, KGR 2N
B, HAIZ I @ — BRI B 4, KPS ¥F43 > 80
51 AR T R IV LR A I3 3 B2 56 3% | Bl i Sk
e, (2) HEBRARUE: OF F ARG 3 A~ H M3t
T QFFLE™ FE0 7 3 vl 18 P BH 28 fili 2 5 25 01 &
i s ARTTARIEATHFRIT A= 09T B R YT 5
DEEREPE B i i G T A b

1.3 WFEbR5 vk

1.3.1 CCT5.,0MAI & EMT #§%% mRNA 54 .
BORFR BRI GC HE S o5 HE R A2 50 mg, ifF5E
JIA RIPA S B A BE I, 1250 B8 B3 , SR H Trizol
PERAH LR RNA, [ 5% 538 ¢DNA 5 #1753 A 98 6 38
i PCR(IU AR B 35 E FE 8K A A, 45 ABI7500)
I H R AR A R AR, SV TSR 1,
MRZ .2X SYBR® Green Pro Taq HS Premix (#]7d 3£
B AR A T, 585 AG11701) 10 wl,cDNA 2 ul,
511 W(ER 5144 0.5 wl) , CEEK 7 pl, K
2 :94°C 5 min 94°C 50 s .62°C 30 s .35°C 30 s, 335
MG, R 22 % 4 HF CCTS, OMAT mRNA &
EMT $5#7 [ Twist , N-45%h & 1 ( N-cadherin,, N-cad ) | i
JEH H ( Vimentin) mRNA B9k ], L CCTS mRNA
HYIA%L 3. 41 S FL, 2 R Ik 50 191 ( =3. 41) FIIK
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FikdL 54 Bl ( <3.41) ;L4 OMA1 mRNA ik A9 %L
3.24 HF Syl FakaE 51 0] ( =3.24) AR FE KA

53 il <3.24) .

CCT5 .OMA1 K EMT 4558191575

Tab. 1 Primer sequences for CCT5, OMAl1 mRNA, and
EMT markers

519 I S 1)

CCT5 5:GTGGATTGCAGTCTGC- 5 <CCCGTGAGGTGGAT-
TGCTA-3" GCTAA-3"

OMA1 5:GAAGTTACAGCAGTC-  5-TTGAAACCGTGGAG-
CCTAGTCT-3" AAGTATGG-3”

TWIST S5<TACTTCTCCACGGTTT- 5 :GATTGGACTTACTTC-
CAAGC-3” CAGGTGAG-3~

N-cad 5<ACCGCAAGTCCCGTCT- 5:CCCATTTGGTCCAA-
TATG-3" GTGATGTT-3"

Vimentin 5:TGGAACTGTCCAAGTC- 5:CATCGGCTATTCTG-
TCAGG-3~ ATTGGGTG-3~

GAPDH 5:CAGGCTGCTCGTGTTG- 5-GGTTCGGTGTCCTTT-

CTATT-3"

ATGTCAA-3"

1.3.2  CCT5 .OMA1 75 [1 36K 4% GC 4 URIE
S LU 4% 22 B PRS2, W FUBK , A b 4 HE )
F,60°C B 2 b, e w B D IR E AT S A Ak S
(SABC a5l &l [ b st A WS A MR A A RS
QN2755), CCT5 .OMA1 —#Hi (1 [ 3E[E Abcam /AT,
125 :ab129016 , ab154949 ) 4°C E & 12 h, Fis BeA% B2y
S} 1:100, 1=t 37°C 30 min, DAB B4, JR K E &
e WG K, WRR S . AR (H AR AR T A
"l IS DX31) T, FHPE 40 IR (<5% .
6% ~25% 26% ~50% K >50% 43 HiC 0.1.2.3 43)
AL s BEPE o (VR 8 TR0 B A0 00 1.2,
353) AR <2 2 BIE, S =2 43 BH M,

1.3.3  BVi.GC & MBI 12k, & 6 4
H 1R IE SR ERH MR 2 R R LSBT O (f4&
FEH FET-HIE]) . REDFEEEREI 2023 423 A1 H,
BEVIZ R GC R DR g 0 it BLAE T~k 2103k B
L],

1.4 SEit=Arsk RHH SPSS 24. 0 Sk X B k1 1
Gtordr, FFAIESA AT EFRILL v £5 Fm 4l

2 GCIALMIEZALIH CCTS . OMAL 5 EMT #5458 mRNA ik Hg

[N A E VAR = o N o R I A D
(%), ia FbE R x* K% ; Pearson AH G40 M7
CCT5 .OMAl 5 EMT $8#5 14 *ﬁﬂ\é@, Kaplan-Meier i
2R 70HT CCTS .OMA1 mRNA #ik5 GC B HS 154
Z; Cox [MIHAH2I GC F B RIINZE, P <0.05
TrEFHAGITFE L,

2 & R

2.1 GCHLRYE L CCTS . OMAL1 5 EMT %
Fr mRNA F£iE A  GC 4141 CCT5 ,OMAL , Twist , N-
cad Vimentin mRNA FiA¥ @ TIEZHA 2R NH
Gt (P <0.01) L2,

2.2 GC#H4iH CCTS ,OMAL FHHFEILLE  CCTS,
OMAL 32 GC 4 Jifd i) 20 i 2 A 40 L JiE, LK 1, GC
M2 p CCTS, OMAL BH M % 455 4 86. 54% (90/
104) 88.46% (92/104) , f& THE 5 H LN 5. 77% (6/
104) 7.69% (8/104) , 22 5 HA Gt 2# 3 L (}*/P =
136.500/ <0.001,135.893/ <0.001) ,

B GC4I8UREHALUN CCTS OMAL 1135k AR (5
AT, x200)
Fig.1 Comparison of CCT5 and OMA1 protein levels in GC tissue

and adjacent tissues ( immunohistochemistry staining, X

200)

(x%£5)

Tab.2 Comparison of CCTS, OMA1 mRNA and EMT expression in GC cancer tissue and adjacent tissues

45 15155 CCT5 OMA1 Twist N-cad Vimentin
S o5 4141 104 0.77 £0.18 0.66 £0.16 1.13 £0.23 1.02 +£0.24 1.20 +£0.25
FEAHN 104 3.41£0.33 3.24 £0.28 2.72 +£0.35 3.11£0.33 2.95 +0.31
t1H 71.623 81.587 38.717 52.234 44,813
P{A <0.001 <0.001 <0.001 <0.001 <0.001
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2.3 GC A4 CCTS,0MA1l mRNA 5 EMT 48 #r
mRNA (YHHCHE  GC A4 CCT5 ,OMA1 mRNA %
55 Twist, N-cad . Vimentin mRNA 3% 15 ¥ 5 1F #H 56
(P<0.01), W73,

£33 GCHLP CCT5 .0MAl mRNA 5 EMT #54F mRNA ik
B AH S

Tab.3 Correlation between CCT5, OMA1 mRNA and EMT ex-
pression in GC tissues
5 . CCTS mRNA OMA1 mRNA
Ei= R
r {8 PiH r {8 P

Twist mRNA 0.754 <0.001 0.716 <0.001
N-cad mRNA 0.612 <0.001 0.695 <0.001
Vimentin mRNA 0. 649 <0.001 0.713 <0.001

2.4 CCT5.0MAl mRNA FIKTE GC HBH AT AN
FRAFHE AP 22 5 8¢ CCTS . OMAL 1E /AL R i 22 |
AR ZEEERS TNM 435 GC B H ) mRNA 58
KFETHE (P <0.01) , W4,
2.5 CCT5.0MAl mRNA %£ik5 GC BEHG LR
B GC E Ik A GC MIZRAET: 41 1,3 4F4
5K 60.58% (63/104) . CCTS mRNA ik 4HAY 3
SEREAE R 44, 00% (22/50) , 4 T 2 38 41 10
75.93% (41/54) ( Log-Rank x* =7.156,P =0.008) .
OMA1 mRNA & Rk W) 3 4 B ALFR R 39. 22%
(20/51) AR TARF ALY 81. 13% (43/53) ( Log-Rank
x> =8.901,P=0.003), WK 2,

B2 K-M £ 87 CCTS ,OMAl mRNA 3Rk X 8% U5 [
5
Fig.2 K-M curve analysis of the impact of CCTS and OMAI

mRNA expression on patient prognosis

2.6 N GC FFZHE Cox MIHHT DA GC M
FHWG NS (1 = 5E6T2,0 = 7215 , % FiRgs Rrp
ERAGIFE LN ZE (P <0.05) ,f155 TNM 43

&4 CCT5 OMAl mRNA FKIKTE GC B A Ik ARG BARAE 1 22 52 LEAR (x29)
Tab.4 Comparison of differences in CCT5 and OMA1 mRNA expression in different clinical pathological characteristics of GC patients

moH % CCT5 mRNA 1/F {8 P{E OMA1 mRNA t/F 14 Py

4531 i 56 3.45+0.28 1.456 0.148 3.27 +0.24 1.154 0.251
ks 48 3.36 £0.35 3.21 +£0.29

AP <60 ¥ 44 3.38 £0.26 0.833 0.407 3.19 £0.24 1.718 0.089
=60 % 60 3.43 £0.33 3.28 +0.28

AR =B A 28 2.31 +0.26 302.221 <0.001 2.20 +0.24 402.771 <0.001
il 40 3.34 £0.31 3.13 £0.27
e 36 4.34 +0.39 4.17 £0.31

JihiEE E A% <5 cm 66 3.37 £0.28 1.758 0.082 3.21£0.29 1.439 0.153
>5 cm 38 3.48 £0.35 3.29 £0.24

i geg 57 B RTE T8 20 3.35 £0.29 0.942 0.395 3.18 £0.26 1.240 0.294
R 29 3.37 £0.36 3.21+£0.25
] B S8 55 3.45 +0.33 3.28 +0.29

N A W 34 2.84 +0.24 12.763 <0.001 2.68 £0.24 13.069 <0.001
H 70 3.69 £0.35 3.51 £0.33

TNM 4338 I # 26 2.38 +0.35 244. 850 <0.001 2.23 £0.31 305. 421 <0.001
1B 42 3.39 +0.29 3.19 +0.26
1| B 36 4.18 £0.32 4.03 £0.29
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(WA 1 =MM,0=1 ~ ) SRR =K1k,
0=rmorfh) B4 (1 =4,0=7J).CCT5
mRNA (JE{E 5% A ) .OMA1 mRNA (JR{E#A) K H 72
T 2R Cox [MIHT, 25 R Wow, LB G
A ELZE R TNM 43 9154 I CCTS mRNA 5
OMA1 mRNA &M GC BE TSGR ZE (P <
0.01),W.3&5,

&S5 M GC BUSHIZ AR Cox A5 47
Tab.5 Muliivariate Cox regression analysis of factors affecting GC

prognosis

HWoF B SEfH Waldfli P HRHE  95%cCI

WA 0.513 0.138 13.819 <0.001 1.670 1.274 ~2.189
TNM M T4 0.560 0.151 13.754 <0.001 1.751 1.302 ~2.354
oy AR BE AR 0.441 0.125 12.447 <0.001 1.554 1.217 ~1.986
CCT5 mRNA 2 0.402 0.154 6.814 <0.001 1.495 1.105 ~2.021
OMA] mRNA & 0.394 0.162 5.915 <0.001 1.483 1.079 ~2.037

33 i

FRIE GC pd TP EE | B3 AF B G99 1] o7 4 3Kopr 1
WA 43% . HET GC FIIRIT LAGEEIRIT N E IR
IPFEFAR ST BT KRy 5 B R TR -
B GCILWriRAR a1 GC A y7 iR 25 25 X R 1Y 52
B S AR 20% 247, AT GC 3%
B, BIFE SE M GC B B & 55 RS AL, X F 1Ak R
HHUG, LB GC ARG TT B EE IR E X,
EMT & I 57 20 i 3 5 4K 45 18] 5 e AiE 1 2o 7, 2 51
GC Wi o e F BB 28 AN T ) B 22 AL, AR ESR
H,GC L4 EMT 5 hR¥ 3k B, 5 RE A s 4
H—5 PR GC AN I 25 JRAT 1Y L B2 200 it 32 422
T fl R TR AR PR SRt | 20 LA R AL RS E 7 3 i

CCT5 J2 T B &Y RE A, By 1k 2 Ik EE N 8L
% 1] PR K A T 1) 6 1R 45 440 , D2 0 2 1 5 AE w41
BT B, Z 50 108 0 | IR 4 0 1k A it
FEU BRI | S R CCTS ks b
A, S 5 0 00 40 A A 3 5 S AR 58 , B Y IR a0
WL UG VEAR B AR RR R ARBRIE R, GO
W CCTS ik 1, i 5 BE A 27 3 R FH N 2 3k PR 4 &
TR TR HiRAE ) GC H CCTS Rk T iy 1y 45 3 —
Y HZAFFEALAE mRNA B 5% 5% K FESE GC
CCT5 FibTHiE , AR | KT 3E— 25 & B CCTS
FikTtE, R CCTS 25 G WM kA, Wk
B, I SRR PO SR B A I 1 i SRS = R I 3R, 3L
REAE TR K AR HE COTS BYFE s, 12 2E 40 1 J& 409 vh
G1 1) S 31 04 5 e, 3 SUM R G PR A et

CCTS #ik5 GC B E AN RIG AR B AR EAE C, CCTS
Z 5k GC WGPEERE . BEAE 78 fEk 45 5574 1Y
GC A LU & B CCT5 ik LH, CCT5 REWS LS & E-
B B 1 A A B 25 A 38, T bR E-ESEE R RN B AR
FZ [R] 8 AH BAE AT R B-3 PR 4R RS ik 2 40 i
¥ Y8 Wt/ B-18 MR U5 515 S M, A 0 o 240 e
B b Bz 1] 5 5 Ak AR BE GO g gk ST AR R 5T
i GC H CCT5 Eik 5 EMT #8Fr4 %, #£78 CCTS A
el et GC FEANM EMT /Y % A8, 42 0 i 40 i
W 785645 FoT R0, 11 e itk 4 g b CCTS 1Y
Foik LIRSS WL S Y R N K 1, {2 B-
HIRE AN CREB 454 & 105 5%, dEmif S
FAANMG EMT (9 % A4, UEs A MR 2B s A2t AR
52, CCTS mRNA =& ik GC & BE 5K 2%, #En
CCT5 MFRXFHBEARTG, S HIEH, —
[fiJ& CCT5 =31k GC iR 4 Bl 4= 28 Fni% 4% g 1 3¢
S, RS 2 I A e B IR J5 2 R AR . D3 8k,
CCT5 MR IARES AL 1 Jry Fa2F R 4 235 i s Jf g A 35
FF R VA 11 T 200 B P 28 R e g A e X R 25 Ak
ST EYGIT IR , R B R A B AR IR T TR,
HEEARBE"

OMATL JEFFA M 4 T PN KT , 7T i Ly o A
FA A A5 A LA S5 R, Y e A B F o T
7 A FE BRI PR R 1 P 28 oo AR M A A B 3ot
B LW EENER, RN, A2 RS
OMAL BE 1% 3 it 45 20 Jf XoF I07 380 1 4 4 s 7, A i
ATP (= 22 AR T~ B, ] CD8 * ik = 40
L) SR B8 T 00 SR () 470 e I S BE BB T, 2 VS 7E 1 i
JIRITHLEDS RS R, GC 4140 OMAL ik F i,
X BRI 45 R —5C ) IR A B REAR g
IN(AL 40 1) 55 R AT REAFTE w477, ASBIF 98 7R 3R AR A
BILA B B 7E mNRA F1ZE H K SFH5ESE 6
OMA1 FEikTHE, #2718 OMAL Al fEZ Y5 GC 14 i &
Ao ST R GC i 240 M 1 0 8 B A1 g i AL
IRBE BT B, 95 4 1) JC SE00E I A 14 5 5 | Ak 2R 4R 1
PR A, T3 OMAL /Y235 TR, BB 4% 38 2o 0
ZFEAEM 1, NGRS R W T Lo BRE I, (2
JaE T 10 P 998 A O A A R0 AR RS R, GC
ZHZ OMAL Rik 5 EMT 4845 M B35 A R AR s HLRR
fiEA 56, #78 OMAL 1] BB 238 o 2 #F GC ¥ 40 ff 11y
EMT #:3F2 , {8 28 B J8 () G ek Jg o 40 A AL, B A
Jah K BEIE S S RNA PCGEMI1 RE %3 1+ 45 & W/
RNA-4333p, i OMA1 (&35, fEHEE 40 EMT 119
KA, SR AR RS (R 2B AR T, 0 I
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B S E AR MR P RIE OMAT ik
Thiss W aR AR R T B 2 1 RV HE R 3R IA I8 2k
REARTE PR 7= A 75 R A ML EMT 19 A= 3858 3L
WA TR ASHE 'S, ARG, OMAL mRNA 5
RIB GC BEPUREE , #78 OMAL TR GC iR
FIUR IR AR S, BT AL, OMAT fY3RARE
g 34 i i A L RO T 25 1 | R AR 7 B S P S TR
SHEEHEARDUG, OF5E3RY], DISEE T OMAL Ay
ik bR RERSAERRIEA Ay 7 i e b i 40 M O 2ok A AR
P BELE T WTRATF S AR AR 22 , 01t 240 A T )
A SRS A M AT T 25 P S A I R o
OMA1 HyZRIL EIRE S PURSEE F A9 T4, 44
INZALAR DNA B, B 55 1 R — AR R & i — 1
IR DR A R e R R SR T R LA
1 ARG 5% A R IR 2 L ) S i 1k k| AR SR B8 1R T
MR
25 Lk, GC 7 CCT5 (OMA1 mRNA FIZE 1K1k
i, W& 5 EMT #5845 Twist,N-cad . Vimentin mRNA
FiB K TNM 7330 o AR REE bk EL 45 5 RS A5 AN R Il IR
FHBLRAIEA ¢, CCTS ,OMAL S22 GC R A K il
JE R AR S, A B TR GO B MBS . ASOF
FERY R BRAE T ARIREA B | BT T4 B, R
A RFBCTH AR P I RIS, U — 258 CCTS , OMAL
TE GC iyl R = 3,
P2 3 AT /R 7 B JE A i vh 5%
EE RIS
R BT 58, SEHEMT T e 18 SRS 3 0k 4R
AT FERE B , A I Rs 1S SCH A 3 Ak S TS AR
BORHE AR BB £ 35 AT SR A
S E 3k
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