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[#§ E] BR FiITEESERA MG (AML) EH M K8 IEH TS RNA PVT1 Z£H (LncRNA PVTL) /)
RNA-486-5p( miR-486-5p) ik /K- SE R BAFERITUG R, ik MM ER 2017 45 4 A—2019 45 3 A ]
A6t T 2= B B 48 B Be A2 1Y AML FBE 100 412 AML 41, 32 BRI A (R (AR 25 100 i Ay fg e X IR 24, >R
SEI G IR A Wi BE BB ( RT-gqPCR) K5I 1L 7 TncRNA PVT1 .miR-486-5p A%} Fik 2 ; R ] Pearson #8561 437
AML . [M17% LncRNA PVT1 5 miR-486-5p /K 1AM ; Kaplan-Meier 53081 AML #2384 77 h 4%, R Cox [F1IF 43
Mt s AML R TR ERINE, SR AML 4% LncRNA PVT1 /K- T X AR 4], miR-486-5p 7K -1k
THAFEXT 20 (+/P = 15. 403/ < 0. 001 ,18. 305/ < 0. 001) ., Pearson #H M43 H7 B 7R , AML 2% LncRNA PVTI 5
miR-486-5p/K - AT (r= —0.261,P <0.01) ; AR FAR M55 86 )5 44 40 i LE %8 \NCCN f& 16 43 2 3 LncRNA
PVT1 .miR-486-5p /K H &2 F A 4 it X (LncRNA PVT1:1/P =2.934/0. 004,2. 901/0. 005,10. 985/ < 0. 001 ;
miR486-5p:1/P =2.598/0. 012,2. 604/0. 012,8. 593/ < 0. 001 ) , LncRNA PVT1 /K FEFiKHE 3 FE R EGFRKT
LncRNA PVTI1 ik F-3555 % (¥*/P = 14. 16/ <0.001) ,miR-486-5p /K F-22352 3 FF M/ 7E3 5 T miR-486-5p /K-
Fik#H (/P =16.82/<0.001) , Cox [MIT43HT /R, LncRNA PVTI %35 .miR-486-5p 135 NCCN Gl 4 2 & 12
LB ROIERETE AR BEREZE[RR(95% CI) =1.982(1. 148 ~2.993) ,1. 668 (1. 085 ~ 2. 641),1.659
(1.068 ~2.602) ] . Z5i AML i LncRNA PVTI 753535, miR486-5p 363k, 3 /K15 A 40 155 B 6 e 4 4m
MLt NCCN fafs 70 )= Mg & s A 6,

(88 ZPEBEZR M0 KB IEHES RNA PVT1 £ ; (/)N RNA-486-5p ; i B ; TS
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[ Abstract]  Objective To explore the relationship between the serum expression levels of long non-coding
RNAPVT1 gene (LncRNAPVT1) and microRNA-486-5p (miR-486-5p) in plasma and the pathological characteristics and prog-
nosis of acute myeloid leukemia (AML) patients. Methods One hundred patients with AML were selected as AML group
and 100 healthy subjects were selected as healthy control group. The relative expression levels of serum LncRNA PVT1 and
miR-486-5p were detected by real-time fluorescence quantitative polymerase chain reaction (RT-qPCR). Pearson correlation
method was used to evaluate the correlation between serum LncRNA PVT1 and miR-486-5p in AML patients and its rela-
tionship with pathological characteristics. Kaplan-Meier method was used to analyze the survival curve of AML patients,
and Cox regression analysis was used to evaluate the risk factors affecting the prognosis of AML patients. Results The
levels of IncRNA PVT1 in AML experimental group patients were higher than those in the healthy control group. the levels of
miR-486-5p in AML experimental group patients were lower than those in the healthy control group ( ¢/P = 15.403/ <0.001
18305/ <0001). Pearson correlation analysis showed that IncRNA PVT1 was negatively correlated with miR-486-5p level in
AML group (r= -0261,P<001). There were statistically significant differences in leukocyte count, bone marrow original cell
ratio, prognostic risk stratification, LncRNA PVT1 and miR-486-5p levels in AML group ( LncRNA PVT1 . ¢/P=2.934/0.004,
2901/0.005,10985/ <0.001 ; miR-486-5p ; t/P=2.598/0.012,2.604/0.012,8.593/ <0.001) . The 3-year overall survival rate of those
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with high expression of LncRNA PVT1 was lower than those with low expression of LncRNA PVTI1(x’/P=14.160/ <0.001),
and the 3-year overall survival rate of those with high expression of miR-486-5p was higher than that of those with low ex-
pression of miR-486-5p(x°/P = 16.820/ <0.001). Comprehensive analysis of study data showed that high level of LncRNA
PVT1 expression and low level of miR-486-5p expression were risk factors for poor prognosis in patients with acute myeloid
leukemia| RR( 95% CI) =1982(1.148 =2.993) ,1.668 (1.085 —2.641) ,1.659(1.068 —2.602) ]. Conclusion The high expres-
sion of LncRNA PVTI1 and low expression of miR-486-5p in AML patients are related to white blood cell count, bone mar-

row primitive cell ratio, risk stratification of prognosis and patient prognosis.
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UM I 2 — ol F 2 a0 4 3 PR 2 AR T T
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e B Am P REZMEELG X" AR
F1IM.9% ( acute myeloid leukemia , AML) J2& h A 207
I i UL R4S AML 928 16 AR R LS — o
PR AR A AE R AT AR | F2 82 32 B AN A i e
L, AML 1) & 975 6 6 B8 3 AH 6 458 g, LBl 25 4F
PRI, EAT, AT AR R AML B EZRYT T
K EAEAETN 250 TS 22 B2 R 3 i S5 ™ 5
TIRTTRCR , R T 4807 19 2 W b 25 0 0 e PR B A
MW A PEfh A Lo D AR R
K AEE 4 5 RNA (LncRNA) (/)N RNA (miRNA) 5
AML X R%Y], 25 A ik 40 s o A=K o1k 07
o454 . LncRNA PVT1 i FYL(afk 8q24 , BF 58 % 1
HAEIE A LUK T2 58 , 7645 i W 1 bz A i yeg
Y R R R IR N E R FLRRE A P L R A
A, AT 22 R0k g A2 R T
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LS M B i PEIRE 45 22 i g v 2% #E 109s R 1Y
VERT, AR R S i 12 Wi B A b s 0 A 7 2tk
82 AL P A A R WA SE 4RI, A 5% S0 2%
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- 3T 3 S AR ERRRE S UG R RGEITT
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100 1], 75k AML 41, Horpt 55 54 i), 2 46 ], 4%
38 ~70(56.68 +8.25) %, BRI fa FE AR # 100 4]
e BE X BB 4, Hodh 55 i, £ 45 ], AR 436 ~ 70
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FHR RSB A I F A IR,
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FEI2YTHE R (2017 4FR) )1 @ S BEAN MU IE A5 2%
HgEtE PR ETRISEH ; OWNIZ B, ABEHT R IE
ZATATHIIREIRIT ; DR > 18 2 Ot &I597;©
G IR R e R, (2) HEBRARE . (DG I HAb A b 7R
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1.3.2  Ifi.# LncRNA PVT1 miR-486-5p % ik/K ¥4
W A3 52 3 3 B 25 R 4R IR R Bk I 10 ml,
3 500 r/min 0> 15 min( AR BRA A5 TDL-420R
BDHL) , BT - 80 CARAFRFIN , SR I SE I 2
TR HEEE N ( RT-gPCR ) #6591l 7 LncRNA PVTI |
miR-486-5p FHXT 3% 35 f, AR 4 3 77 65 8 B 5 aE A7 4
P RIS RNA 75 BEE U SN AR 2 1 98 7 5 PCR
PGE BRI S CIFHEA T 1S, ROV 25444 94 °C 5 min,
94 °C 30 5,60 °C 30 s;72 °C 30 s, 3k 40 DY HEEIR,
AR ] 2%, K LncRNA PVT1 & A
ZE N GAPDH , miR486-5p INZ &N U6, ZrHritt
BB BEEN 1,755 LnecRNA PVT1 Fl miR-486-5p 1Y
X E R, 51T H R LiEAE T A, Wk 1,

1 LncRNA PVT1 1 miR-486-5p 51 ¥))J¥ %

Tab.1 Primer sequences of LncRNA PVT1 and miR-486-5p

LA IS IREL)

miR486-5p 5:GTCGTATCCAGTGCA-  5:CTCAACTGGTGTCGTG-
GGGT-3’ GA-3’

u6 52GAAACACCGTGCTCG-  5<TGCTAATCTTCTCTGTA-

LncRNA PVT1

GAPDH

CTT3?

52GCCTTCCCTCCTTCTG-

GAAG-3’

5:TGAACGGGAAGCTCA-

CTGG-3’

TCG-3’
5:GGTCCAGGTGGAGTCA-
TG-3’

52GCTTCACCACCTTCTTG-
ATGTC-3’
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1.4 AEYEE¥53r R Starbase 2. 0 3K {4 Tl
LncRNA PVT1 Fll miR-486-5p 2 [H]J& A AEAE4H A 15
1.5 (A9 KT A ABLE YRR TR A T
FEAIRIT G R R PRI & 25097,
BiJa W HAEAT 24 A H T2 WU iEBE T , Bl U7 4508 4 H
1L EETETEN,
1.6 Seit=eryk RH SPSS 22. 0 AR {4 Xt B k1 1
ittt AR IESSMTTHEFERD x 5 TR,
AIA] AR T ¢ f e s THECROR DU 3 (% ) o
FeisiR F x° K56 5 Pearson AH5E 23 H1 LncRNA PVTL Al
miR-486-5p 7K [ & ; 2R H Cox [E1H 20 Hr PEAN 52
M) AML F5Uf5 09 5 6 R 3=, o 250 L 8k AR S 808
5, P<0.05 HESBEAGIEE X,
2 & R
2.1 2% LncRNA PVT1 & miR486-5p ik /K L
ZEHFH] AML 2 LncRNA PVT1 AH X} 335 K F
F TRRER AL (P <0.01) , AML 2] miR486-5p #fl
Xif iR I i AR TR B ZH (P <0.01) , ILER 2,
2.2 LncRNA PVT1 Fl miR-486-5p 4% & 7 s 19
Starbase 2. 0 B4 43 M 45 3R 7R, AML 52 & 13
LncRNA PVT1 {4 F 8 miR-486-5p (&5 i1 T i, #E
I LncRNA PVT1 AJ g7 7] 545 miR-486-5p 5% AML
FIE R E LR 2 5 AML A93E)E , 6B LncRNA PVTI
1 miR-486-5p FFTELE A i s, WK 1,
2.3 AML ¥ LncRNA PVTI 5 miR486-5p Fik/KF-
FIAH M Pearson AHEA3HT 7%, LncRNA PVTI 5

%3  LncRNA PVTI .miR-486-5p IfilL.i&#iA/KF-5 AML S Ifh AR BRARAE & R

miR-486-5p AXf KKK TAAHIE(r= -0.261,P <
0.01),

R2 EEXIE4 S AML 4] LncRNA PVTI Fl miR486-5p A%
FIkat A

Tab.2 Comparison of relative expression levels of LncRNA PVT1

(x%£5)

and miR-486-5p between healthy control group and

AML group

M 1% LncRNA PVTI miR-486-5p
file R Xt IR 100 1.12 £0.44 1.07 £0.37
AML 41 100 3.83+1.79 0.35+0.16
t1E 15.403 18.305
PIE <0.001 <0.001

B 1 LncRNA PVTI Hl miR-486-5p 454 v ik 1
Fig.1 Prediction of LncRNA PVT1 and miR-486-5p binding sites

2.4 AML % LncRNA PVT1 . miR-486-5p ik /K-
SIGARRHRHEN R SR A, RREI A4k,
B BE R LG 40 i HL 1 NCCN fE B 40 2 AML HB 3 17
LncRNA PVT1 Fl miR-486-5p /K- M4 22 5 A G it
B X (P<0.05) , MASE ] AEES L2186 1 1L/
THEL BE SN A2 A LR, 2 R RS R (P >
0.05),W.3 3,

(xxs)

Tab.3 Relationship between serum expression levels of LncRNA PVT1 and miR-486-5p and clinical pathological characteristics of AML pa-

tients

Yo BIURRAIE % LncRNA PVTI t/F A& Py miR486-5p t/F A& P1i

51 3 54 3.74 +1.86 0.936 0.996 0.35+0.16 0.067 0.947
z 46 3.75 £1.69 0.35+0.18

W (R <60 48 3.77 +1.86 0.275 0.985 0.36 £0.17 0.058 0.786
=60 52 3.78 £1.73 0.35£0.16

MELTEM (/L) <60 55 3.74 £1.88 1.153 0.975 0.35+0.16 0.106  0.915
=60 45 3.72 £1.69 0.35£0.17

H A (4~/L) <10 x10°/L 48 3.24 +1.78 2.934 0.004 0.40 £0.21 2.598 0.012
=10 x 10°/L 52 4.23 +1.66 0.31 £0.08

/ML (A1) <50 x 10°/L 45 3.68 £1.82 0.318 0.751 0.36 +0.18 0.534  0.595
=50 x10°/L 55 3.79 £1.77 0.35£0.16

B B 40 L L% (9% ) <50 44 3.22£1.77 2.901 0.005 0.40 +0.22 2. 604 0.012
=50 56 4.20+1.68 0.31 +0.08

RS AR H 41 3.60 £1.79 0.637 0.526 0.37 +0.18 1.138 0.519
¥ 59 3.83+1.78 0.35£0.15

NCCN fER 432 B XU 25 2.66£1.72 10.985  <0.001 0.45 £0.27 8.593  <0.001
rpXU: 35 3.68 +1.60 0.34 £0.08
1 AU 40 4.53 £1.61 0.30 £0.07
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2.5 AML #E M7 LncRNA PVT1 Fl miR-486-5p
KKFES5HGHEZR AML %Ll LncRNA PVTI 3t
Rk M i (E 3. 415 VR BHE, & TP A e &
Fik (46 B]) AR T P AL R R FR L (54 B) 5 LA miR-
486-5p FEH A m 1 F A 0. 320 1E R AHE, & T
PAE A ik (41 6] AR TP ALE AR TE (59 ) ,
TR BAERR, 2 FMBETIS R 2R, 100 4]
AML B3 1796 62 ], B A 17 % 62. 00% , H
LncRNA PVT1 ik B A 17 % 75. 93% (41/54 ),
LncRNA PVT1 &£ AHAAFH 45.65% (21/46) ,2 4H
ERAG ¥ L () =14.160,P <0.001), miR-
486-5p fRF IR A7 40. 68% (24/59) , miR-486-5p
EFIRH A AE R 92. 68% (38/41) ,2 HESALEiTH#
B (x*=16.820,P <0.001), VL2 K3,

2.6 Cox MIHAHF AML &SGR ZE L
AML BE B MRA R (1 = AR ,0 = RIF) KAl
REOMER P AEERNIAMERNATEHAZHER
Cox [H1H43#r , 45 5 B /%, NCCN &R 4 27 . LncRNA
PVT1 =321k \miR-486-5p ik KA & AML B34 A R i
JE G R (P <0.05) , WLk 4,

B2 K-M HZ5HT LncRNA PVTL I35 #357KF- 5 AML 844
lIEIPSA

Fig.2 K-M curve analysis of the relationship between serum ex-

pression level of LncRNA PVT1 and prognosis of AML pa-

tients

B3 K-M £ miR-486-5p I i #ik/KF-5 AML B & T
JE B
Fig.3 K-M curve analysis of the relationship between miR-486-5p

serum expression level and prognosis of AML patients

3 1 i

AMLL 2 1 1040 i i 4L 200 it o 4 s A B 2 o L 3
WS | RAE G AR S T B B R
FEIA R v 5 R () 0 M R | R IR
ML AE AR RS B Th R RS HAT, 1 i T 40
FEATH SR AML A3 TG YT F- B, (A A2 BR T3 1 1 448
RO TR N2 55 £ R 2 W e PR AR BE A 00 Je ™ Bl
HEFF AR A 7 AT 3 w25 9ih
7 RPERIT SR 2 PNEIT T R B E RS T AML IR A
R GERARAIK 50% ~80% 21 {HANA FRSr AML
AEIR R TR ZE M2 IR E &, LT AML
BIF TG , JF & F B S AML B A OG0 A= W bR i
Wy, il S RYT T B AR

KBS AS RNA (LneRNA) J2 K J¥ >200 bp HA
Yt FE B RNA S WF5E K B LncRNA 76 41 i 11
AR SRR & A R SCERAE T BEA K
T OCHRRGE LncRNA 5 38 Pk i i &2 % 6 7% F i s
KREY], ZFp A Yhs S WA R T LAAE A e 2 Wi
AT BRI 5%, PVTL & —H i T 4L 4K 8q24 1Y
LncRNA , #IA K& MYC FIGE R F, c-MYC 7] LAZE A

F4 ZHR Cox AT AML 2 HUS #FE R KR

Tab.4 Multivariate Cox regression analysis of risk factors for prognosis in AML patients

A e MVEEN PRz WALD {4 P{H RR(95% CI')
SE ) IR e -0.246 0.672 0.134 0.715 0.782(0.509 ~1.421)
Leg i GEI N RN -0.205 0.837 0. 060 0. 806 0.814(0.558 ~1.502)
NCCN = KB 1.007 0.333 9.147 0.002 1.659(1.068 ~2.602)
LncRNA PVTI Bk 1.548 0.610 6.443 0.011 1.982(1.148 ~2.993)
miR-486-5p k3K ik 2.038 0.825 6.018 0.013 1.668(1.085 ~2.641)
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| PVTL (e 3h 7 St i il Ho A s o e R g
LncRNA PVT1 7ER{ s 3k B A o il 2L
i LncRNA PVTI 7ENfE  FLARIE (25096 | B R A BAR
S Ak HAIk i 5 i 0 W PR R BE RS N R
ST EAEA BF 5 R W] LnecRNA PVT1 25T
MR RGBT, A1 Zeng S50 Jk 38 2k R 4k 40 il 1
ML B AN A AR PVT1 363k, Bk PVTL Al
P15 20 R A 14 3, ARG ISR 1) AML S8 35 A1 JE i
PVT1 Fik 58 THE 5 LR SCHRHoE — 35, #ED PVTL
AR AML A5 8 1 0 s A= br i

VAR, S8/ RNA (miRNA ) £ i % AF A % i
FIVE 4% 32 S 7E , miRNA 3 o 40 a3 5 B a1k,
MBI T | 20 R A S R B i PR e AR
miR-486-5p T4 & B A —FF miRNA , 7] LU i 5
UL 3UTR 456, I L R A 2R3 , i = 5
TR R R, AR HGE miR486-5p TE45 H W
g B R RS A R v R s R VR, B
miR-486-5p H A #mfee o e be S, vl AR g
RS A8 A bR e 9 L B gT R 2tk
H I, miR-486-5p 193Kk /K- Al B 32 3| 2 K &
FISEIR , P S AR IS B 4 I TR T T AR A,
miR-486-5p ] REI = 1 15 41 At J&1 09 5% el 40 e o 1 4
TS5 Sk (I Y & R Ninawe %5 338
miR-486-5p 7E1& VL ki 241 Ml 1 1% ( CML) 8 3% h & %
9 T RO, S0 CML () 2E 7 , miR486-5p 35
R F TS RAF, ARFFE WA S] AML B340 1
miR-486-5p ik T, $&/~ miR-486-5p fK/KF5 AML
AKX,

Luo %5 W 5T iR IE 45 79 H LncRNA PVT1 |3
miR-486-5p I I, PVT1 i# i 4% miR-486-5p/CDK4 i
{2 5-FU Mt 251 . ABFSE A Y015 B i g5 A
7 LncRNA PVTI Hl miR486-5p FE1E45 4 /5, AML
BFIMEH LncRNA PVT1 _F i, miR-486-5p F i, 4
XF IR KA C 2 P EHED LncRNA PVT1 5
miR-486-5p A AEIL[F] S 5 AML fU3E# , LncRNA PVTI
AT B ] PP miR-486-5p S0 AML JE &, ASH 5Tt
— AWML H| LncRNA PVT1 fl miR486-5p ik &5
WBC L B 46 40 B FL 6] NCCN & B 43 )28 %,
5 BEER R £ A MR BES M AR TG
%, 4278 LncRNA PVT1 Il miR-486-5p ik 5 AML Iifi
PRI BRARAE A G, 2 4R Bl T 45 R £ W LncRNA PVTI
/K235 .miR486-5p /K F-REM AML B#H AR
UGS YA 3¢, Wi AML 34 Il 7% " LncRNA PVT1
F1 miR-486-5p HYF IR, AT LI R PEAG 8 25 1 T

J5 , AHIE AML 835 A R0 T 7 SR8t TS

25 L TR, AML S5 L3S 5 LncRNA PVTI /57K
2K H miR486-5p /K 3Rk, 5 AML £ 5 1) Tl
J5 G 3 22 K 50 114 BRARR AE 1 585G AR 5 10, (W) I af,
T miR-486-5p R RN /R AT REL R, R L
4, /8 LncRNA PVT1 845 miR486-5p &5 AML k4
RSy BB L 75— 2D 5T
i) 3 0 52« I AT A 7 W TR 2 ik
EE A=A

W B HIFRE O 58, SRR 5T A, A B il g 4, 18 3¢
PG e RRINTTE U A s B 18 SCH A% 1R S0 E
B 2B CR )T R IR AR ORISR R AT
R N &
Sk
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