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[ Abstract] Objective To investigate the relationship between the expression of salivary like protein 2 (NETO2), G
protein signal regulator 16 (RGS16) in esophageal cancer and clinical pathological features and prognosis. Methods One hun-
dred and ten patients with esophageal cancer treated with Cardiothoracic Surgery at Bejjing Civil Aviation General Hospital (Pe-
king University School of Civil Aviation Clinical Medicine) from June 2018 to May 2021 were collected. Immunohistochemistry
and qPCR were used to detect the mRNA and protein expression of NETO2 and RGS16 in tissues. The prognostic evaluation
value of NETO2 and RGS16 mRNA in esophageal cancer was analyzed using receiver operating characteristic curves. Kaplan
Meier curves and COX regression analysis were used to analyze the impact of NETO2 and RGS16 mRNA on the prognosis of
esophageal cancer. Results The positive rates of NETO2 and RGS16 in esophageal cancer tissues were 83.64% (92/110)
and 85.45% (94/110), respectively, which were higher than those in adjacent tissues by 10.91% (12/110) and 9.09% (10/110)
(X° =238.030, 262.428,all P<0.001). The expression levels of NETO2 and RGS16 mRNA in esophageal cancer tissues were
higher than those in adjacent tissues,and the differences were statistically significant (#=238.030,262.428,all P <0.001).The
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positivity rates of NETO2 mRNA and RGS16 mRNA in TNM stage Il esophageal cancer tissues were higher than those in
TNM stage I - I cancer tissues, and the differences were statistically signifi-cant (¢ =8.784/<0.001,12.226/<0.001).
The AUC values of NETO2, RGS16, and their combination in predicting the prognosis of esophageal cancer patients were 0.
849, 0.825, and 0.911, respectively. The combination of NETO2 and RGS16 showed better predictive efficacy than their indi-
vidual predictions (and the differences were compared using the DeLong method) (Z=4.115, 4.672,all P<0.001). The 3-year
survival rate of esophageal cancer patients with high expression of NETO2 was 38.46% (20/52), lower than 75.86% (44/58)
of patients with negative expression, and the difference was statistically significant (Log Rank x° =18.760, P <0.001). The 3-
year survival rates of esophageal cancer patients with RGS16 positivity were 44.00% (22/50), lower than 70.00% (42/60) of
patients with negative expression, and the difference was statistically significant (Log Rank x° =9.982, P=0.002). TNM stage
I and NETO2/RGS16 positivity were factors affecting the prognosis of esophageal cancer patients [ HR(95% CI)=1.730(1.
434 -2.099), 1.898 (1.331 -2.707), 2.060 (1.921 —2.279)]. Conclusion The expression of NETO2 and RGS16 is elevated

in esophageal cancer, both of which are associated with TNM staging and serve as new prognostic markers for esophageal
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cancer.
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Tab.1 Comparison of differences in mRNA expression of NETO2 and RGS16 in different clinical pathological characteristics of esophageal
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Fig.2 ROC curve of the prognostic value of NETO2 and RGS16

expression in esophageal cancer patients
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Fig.3 Relationship between NETO2, RGS16 expression and sur-
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Tab.3 Multivariate Cox regression analysis of factors affecting the
survival prognosis of esophageal cancer patients
LUy B SEMH Waldfi P8  HRI{H 95% CI
TNM II#H 0.566 0.196 9.276 <0.001 1.730 1.434 ~2.099
NETO2 & 0.641 0.181 12.542 <0.001 1.898 1.331 ~2.707
RGSI16 & 0.717  0.214 12.696 <0.001 2.060 1.921 ~2.279
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