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MR 5t 2(NSUN2) Rk HH 5 IRRRER RN KR I TG E XL, Fik  #EE 2016 4F 2 —2019 42 2 At
HSCALEBEARHSIA Y EC B 136 BIMRALUImH AL, iR H a4k PCR Kl EC JH 4141
FE 412 NLRCS (NSUN2 Z& 4 A1 mRNA 23k ; WA I AR EL S 40 EC 8% NLRCS5 NSUN2 mRNA #ik2: 5
ZF THEFFIE (ROC) 14843 H1 NLRC5 NSUN2 mRNA AN EC 3% TU5 A9 3EAS 1 ; Kaplan-Meier {122l Cox [1]
A3 Hrsgm EC REBURHF R, &R SEFHL R JEA 2 NLRCS mRNA I 1 BHPE R AL, NSUN2 mRNA
R T BAME R T1E (NLRCS ;1= 14.428 x?=159.835, P #J<0.001;NSUN2:2=31.642 x2 = 143.753, P #<0.001) ;7E FIGO
Sy k255688 EC BAE A2 NLRCS mRNA F kAL, NSUN2 mRNA F k485 (NLRCS :+/P=51.911/<0.001 ,
6.777/<0.001; NSUN2:1/P=47.251/<0.001,16.033/<0.001) ; EC #4021 NLRC5 ,NSUN2 mRNA &k %t i J5 $FAlk 1
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(1.145~2.152) ],NLRC5 mRNA F IR E [ HR(95%CI)= 0.611(0.462~0.807) ] &€ EC H NLRC5 FKikF&E(K,
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[ Abstract] Objective To investigate the relationship between nucleotide binding oligomerization domain like receptor
5 (NLRCS5), NOP2/Sun RNA methyltransferase family member 2 ( NSUN2) in endometrial cancer (EC) and clinical patho-
logical features and prognosis. Methods One hundred and thirty-six EC patients admitted to the Department of Gynecology,
Shunyi Maternal and Child Health Hospital of Beijing from February 2016 to February 2019 were selected. Immunohistochemis-
try and qPCR were used to detect the protein and mRNA expression of NLRC5 and NSUN2 in EC cancer tissues and adjacent
tissues. The differential expression of NLRC5 and NSUN2 mRNA in EC patients with different clinical pathological parameters
were compared. The value of NLRCS and NSUN2 mRNA expression in evaluating the prognosis of EC patients analyzed by the
receiver operating characteristic curve. Kaplan Meier curves and COX regression analysis were used to investigate the factors
affecting the prognosis of EC patients. Results Compared with adjacent tissues, the positivity rates of NLRC5 mRNA and
protein were lower in cancer tissues, while the positivity rates of NSUN2 mRNA and protein were higher ( t/x*=14.428,159.
835, 31.642,143.753,P<0.001). There were significant differences in NLRC5 and NSUN2 mRNA expression among EC pa-
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tients with different FIGO stages and lymph node metastasis. Patients with FIGO stage III and lymph node metastasis EC had
lower NLRC5 mRNA expression and higher NSUN2 mRNA expression in cancer tissues ( both P<0.05). The optimal cutoff
values for prognostic evaluation of NLRC5 and NSUN2 mRNA expression in EC cancer tissues are 2.52 and 3.83, respectively.
The 5-year overall survival (OS) of the NLRC5 mRNA high and low group were 91.67% (22/24) and 73.21% (82/112),
respectively, with statistically significant differences in the curves ( Log Rank x?>=3.402, P=0.012). The 5-year OS of the
NSUN2 mRNA high and low group were 42.31% (11/26) and 84.55% (93/110) , respectively, with statistically significant
differences (Log Rank x?>=18.910, P<0.001). FIGO stage III, lymph node metastasis, high NSUN2 mRNA were risk factors
affecting the prognosis of EC patients, while high NLRC5 mRNA was a protective factor[ HR (95% CI) = 1.449 (1.148-
1.830), 1.442 (1.124-1.850), 1.570 (1.145-2.152), 0.611 (0.462-0.807) ]. Conclusion The decreased expression of
NLRCS5 and increased expression of NSUN2 in EC are associated with FIGO staging and lymph node metastasis, and are bio-

markers for evaluating the prognosis of EC.
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1.3 WFEbR5 vk

1.3.1 NLRC5 NSUN2 & kM KR EC J5 AT
FHAAMIYI ,65CHER 1 h, gl SP ikl
G 17 A 8T 2R e R 8 A 445 KIT-0105M,
TR T I i B s, KX T 100% , 100% |
95% 85% \75% L PR 145 5 min; PLIFAE F 2% vl
100°C 10 min, 3% H,0, BHWr 10 min, FH—3T (LI A
NLRC5 B 50 B $t {& 1 H 3£ E Abcam 24 w], Al %5
ab105411 , F RS L 1:100; S A\ NSUN2 S v ST
H 25 E Abcam A H] , 575 ab259941, #i B L 1:100) %
W ACHFFE R, DAB W8 IR AR R Yy B BT A
KO HZRE I, AR B R, AR O B R A R
(D2 AR FH AR BB A FR A /], 25 BPX-
82) FERfE B N KU A BENL LR 5 A PLEF, Yefa
SREFFEN 0 Zr (YL fa) , 1 4> (TR B (), 2 70 (kg
@), 3 (W), HEMME S HITEN. 0 (<
10%) ,1 4% (10% ~25%) ,2 43 (26% ~ 50%) ,3 43 (>
50%) . PIFRTEF =2 4 R B, <2 43 R

1.3.2 NLRCS5 ,NSUN2 mRNA . 83 BUAR H 3R 4511
SR 57 145 20 50 mg, HEAVIES e, =50 B B -
T, % Trizol #£HUE RNA, 0D160/0D280=1.8~2.1,
P4 B RNA JU# 50 eDNA, #E-47 qPCR R, 519
A T4 6li% it 45 i, PowerTrack SYBR Green
Master Mix i & B S FEFEE A F] 5545 Ad6111,
qPCR X% F 35 [E ABI /A &), 85 ABI7500, Bk
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% :SYBR Green Master Mix 10 pl, F 5144851 0.5
wl,cDNA 1 pl, X%7K 8 wl, FEF:95°C 5 min, 95°C
30 5,60°C 30 s,72°C 15 s, 3 40 NMEH, 519751
NLRC5 I ¥ 5’ -GCTCGGCAACAAGAACCTGT-3" ,
%5’ -GGTCCAAGGTCTCGTTCCT-3" ;NSUN2 |- 5° -
AACGAGACCTTGGACCCTGAA-3’ |, Fiif 5 -GCTGGT-
GAACCCATCATCATAG-3" ; GAPDH | ¥i% 5’ -ACAG-
CATCCTTAGACACTCCG-3 >, F ¥ 5 ’-CCTTC-
CCCAAAAGCACGGT-3", UL GAPDH N N &, % H
274442 R NLRCS \NSUN2 mRNA HYAH X8k
1.3.3 Bl A2 il SNl U, SR A ik 24
R AP THEY . 10 EC BFE ARG LG, JE
TR FET IR BT R R A EC AH BT 5L
FIRHETAEE H 12024 4F3 H 1 H)

1.4 Stk R SPSS 25.0 84 %HE G 0047 4
Mo ISR DL xes R, 4] LR ¢
K50 s THECTOR IS A8 B L (%) e, 4L 1R) LBk
F x> ks ; 32103 TAEREIE (ROC) £ 4381 NLRCS |
NSUN2 mRNA X EC /5 B IFAG A ; Kaplan-Meier [
LMZIHE Cox MBI Hr 52 EC Flf5 M &K,
P<0.05 hZERA G FEL,

2 8 B

2.1 #4U% NLRC5 NSUN2 FEH & NLRCS EH
AT S5 4L LU AR S%  NSUN2 28 (A T 98 41 4L 41
A%, HERZH NLRCS BHYE RS TR 554141 25.00%
(34/136) vs. 92.65% (126/136) ], Ji#ZH 21 NSUN2 FH
PR TR 79.41% (108/136) vs. 7.35% (10/

136) 1, =S¥ A G 2%E L (x> =159.835,143.753, P
¥7<0.001) , WKl 1,

B 1 #4! NLRC5 NSUN2 7 [ He# (fisdifh , x200)
Fig.1 Expression of NLRC5 and NSUN2 proteins in tissues ( im-
munohistochemistry, x 200)

2.2 441 NLRC5 NSUN2 mRNA ik EC w44
i NLRC5 mRNA 35K (2.45+0.63) , [k T 5520 40
(3.85+0.94) (1=14.428,P<0.001), EC ¥4
NSUN2 mRNA J9(3.11+0.73) , & T 58 441 (1.07
0.18) (1=31.642,P<0.001) ,

2.3 NLRC5 NSUN2 mRNA ZEAN[G] EC Il AR A 1)
ZRE 7 FIGO A W L4555 EC g
FE4H21 NLRC5 mRNA iRk, NSUN2 mRNA ik
e (P <0.01) WL 1,

% 1 NLRC5 NSUN2 mRNA 7EARTE EC G RRH AR (axs)

Tab.1 Comparison of differences in NLRCS and NSUN2 mRNA in clinical pathology of different ECs

mH ik NLRC5 mRNA t/F {8 P1{E NSUN2 mRNA o/ F 18 P1{H

W (%) <60 59 2.52+0.60 1.093 0.276 3.02+0.70 1.269 0.207
=60 77 2.40+0.66 3.1820.75

B <12 U2 48 2.52+0.59  0.953 0.342 3.000.71 1.275 0.204
=12 N2 88 2.41£0.67 3.17£0.76

Pk AL H 41 2.39+0.68 0.823 0.412 3.20+0.79 0.965 0.337
i 95 2.48+0.54 3.07£0.69

Mo e RREE mark 44 2.49+0.61 0.262 0.771 3.05+0.68 0.402 0.670
Ak 52 2.46+0.64 3.10£0.72
kst 40 2.39£0.70 3.19£0.77

FIGO 4334 I 54 3.06+0.57  51.911 <0.001 2.52+0.68  47.251 <0.001
4 42 2.32+0.61 3.05£0.71
i 40 1.7620.69 3.97+0.77

WL T 103 2.65+0.59 6.777 <0.001 2.56+0.68  16.033 <0.001
H 33 1.83+0.65 4.83+0.79
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2.4 NLRC5 NSUN2 mRNA FikX} EC B3 W5 PEAG
ME KU EC BEMv R, FET 32 ], 5 4F &
HEAFR N 76.47% (104/136) , 21l NLRCS , NSUN2
mRNA FiEXF EC B3 B T4 ROC <k, I 11530 il
Z NH(AUC) , 4528 7R NLRC5 \NSUN2 mRNA %
N EC HBE TS PEAG B AUC 43910 0.826 .0.851, 2%
SIGH T L (Z2=2.541,P=0.213) ; EC fE 44
NLRC5 \NSUN2 mRNA & 35X} 7 J5 P14k 1) 5 A4 3 7 1
I3k 2.52,3.83, 43 4 NLRC5 mRNA /& ik4l (=
2.52,24 ) FI{K F ik 4H (<2.52, 112 f4]) , NSUN2
mRNAE A4 ( =3.79,26 i) FUEF AL (<3.79,
110 1) , WLz 2 & 2,

3 2 NLRC5,NSUN2 mRNA KiAX EC ¥ BUm A ITAG I E
Tab.2 The prognostic value of NLRC5 and NSUN2 mRNA expres-

sion in EC patients

_ o EARE
EiF R 7 AR AUC 95%CI WRE Fe 5 L

¥
b

NLRC5 mRNA  2.52
NSUN2 mRNA  3.83

0.826 0.767~0.858 0.758 0.783 0.551
0.851 0.810~0.898 0.812 0.795 0.607

2 NLRC5,NSUN2 mRNA kXl EC 83 U5 PFAG 9 ROC
e b
Fig.2  ROC curve analysis of NLRC5 and NSUN2 mRNA

expression for prognostic evaluation of EC patients

2.5 NLRC5 ,NSUN2 mRNA FRikXf EC B35 filJ5 (5%
il NLRCS mRNA &£k SIRFE KA 5 4E BAEA
FAR 91.67% (22/24) 73.21% (82/112) , %4
Giitaf 2 X (Log-Rank x2=3.402,P=0.012) , NSUN2
mRNA & £k 5K KL 5 F B AFE0 5 R
42.31%(11/26) 84.55% (93/110) , = R H G it ¢ &
X (Log-Rank x2=18.910,P<0.001) , LI 3,

100 I
2 sof T e,
ﬁ 60
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& —— R
20t
-t fRERIEY
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I D
100
280
& e
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paal N
en - EREAH
i 20t X
e RRIEA
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I D

B 3 Kaplan-Meier [f1£& 54T NLRC5 NSUN2 mRNA %} EC #3%
o H 5
Fig.3 Kaplan-Meier curve analysis of the impact of NLRCS and
NSUN2 mRNA on the prognosis of EC patients

2.6 ZHFE Cox KUK LB ENH /04T EC TS 52 i P 2

VIEC fiifG et MK AE i (MME. 2 R 17 /A
“07), LA FIGO 43 ] ik I 45 7% % . NLRC5 mRNA F
NSUN2 mRNA i {28 2 i 47 Z2 &R Cox KUK L 47] 1]
VA5 B, 45 3 8 FIGO 43391 T 30 | bk 2 25 %% 7%
NSUN2 mRNA 20 EC B3 UG G IR & | NL-
RC5 mRNA F2PR4P R E (P $4<0.001) , I3 3,

&3 ZNER Cox KB HLBIEIA5 T EC BUS 520 A 3
Tab.3 Multivariate Cox proportional hazards regression analysis of

prognostic factors in EC

H & B1H SEfH Wald{i P15 HR{H  95%CI
FIGO Z+IT 0371 0.119 9.720 <0.001 1.449 1.148~1.830
WRELEEEE RS 0.366 0.127 8.305 <0.001 1.442 1.124~1.850

NLRC5 mRNA 5 -0.493 0.142 12.054 <0.001 0.611 0.462~0.807
NSUN2 mRNA & 0.451 0.161 7.847 <0.001 1.570 1.145~2.152

RI o .

EC 2K T5 39 1058 — R 2ot AR R 800
JibdEd Ak, IR E EC B AR 28 A &
iRk 9.57/10 11 EC B &ML K 3 5 52 0 A
EARTE A R & BUBTY EC BUR AR S



BEMERT 2435 2025 4F 6 A %5 24 %45 6 3] Chin J Diffic and Compl Cas, June 2025, Vol.24 ,No.6 - 697 -

EC BTG WAS R R AL 212403 9% FIGO 43145 {5
EC HA w5 B 5 Bk, 15 88 M DAV o 74k 2R 3 TS
IR PR AR E T bR 40 i K 2 5 4 i 3
P T A AR R AE AR B CAIESS S EC R
RFUSHISE? . HF58 EC BUS M MR bs &Y, A T
fe I RIG YT KB

NLRCS J& T#% 1 FR 45 & 5 JRALAE 32 1A G0 1 1
S HLAT 283 PG S R X B0E B, iz 20m
GIREN B IR K U A i oW N i S BT IVA i 7 s Lo
FEMPETHF ) BRI R W, NLRCS 767 i i
TR T A, RS E A G 5R YYT 55 N T R B0
VER, I s 20 M A s e i 0 AR g BC 4
21 NLRC5 mRNA FlE [H 3R 35 FHVE R 48 T o5 41
41, SRR LA E ORI as B —2 " {HiZ AR5 o NLRCS
FEIRPAPE A = T AW FE b i il 45 5%, LR T fig
AR EC BF DML FAH X, PR
g vh 2 RS 2R WY ARG R I 5 3R IA T e
PP NLRCS J 5 5 3%, 4 300 il 40 B b DNA 35 &
AR -y AUk PR 7 0 223k 400 i Bt e e 5% ik
T A2 0 i G g ks AR B ST R FIGO 43 1 T
W MRELEERERS BC B 4141 NLRCS mRNA 2ik[%
fiX, #&/~ NLRC5 BYZRIAFFALIE#E EC HUBEDERE . 45
FrECHL  EC G20 21 NLRCS (1935 3K B A% 3 11 9 21
MR FEPESE T N IO 1 535, TPPK 2535 [ 1 %8
AF 3 E NLRCS [ERIAERDS 5 LR P e T K B ik
1A S R R Il g 25 1 T bk EL 400 L ) B R
T, B R o P 3 K R S R A, ik
HhEEES R 3 A EC 4 NLRCS R85, BB
FIHTIEER-B Mk (R IR R G CDS'T ik 12
YA E , 5T EC RN A TR T, I EC 4N
(3G GE AN RS , 76 Sh P 7R DI UE 52, NLRCS ok 3¢ 35 3
I R EE T CD8™ T 41 it () 3= Le 8], 1 il EC 98
MMREERS Y ARBESEH NLRCS #5 # ik & 50 EC
e A R | 5 B2 (R 78 45 B AR NL-
RCS5 1B g B R 2 1 B 4 7, R /KP4 B
T WAL I8 G B B RE 77, 38 ao 4G I i 41 21
NLRCS WA A B TIEML EC E MBS, A2a81E
EC R, EC HEZH4 T NLRCS 235 BB g AL 5L
PR G o8 0k k| A R A% 89 iR i 200 R NS R BE YR T AT 2
PEIERL, RBURE ARG, 53R, EC 1 NLRC5
AR T PR BE U 2 UE A W 1 MAP1LC3/LC3 1y 3%
ik, 30 NLRCS A 519 MHC-T 36 R 28 55 e bt J 52t
AR, SR A WA S T ik R K e 2
i35 A

NSUN2 &—Ff E A9 RNA H LA R2 0, n] LUK
S-HRH B R o R IR AR il 5 ik if s i | 7
RNA #4535 AB MK -85 2 (1 1 23k 72 I 1 & A=
KR EHEEEAERT" BRI, 90 S B
NSUN2 3Rk i, FLBE U8 U4 T% Hedgehog {7538 % , {2
E b g R B R R RS T L AR IR P, EC
NSUN2 mRNA FlE [ #55 FH , 5 BE A2 4 A 0 45
Je— 2 AT R REAE B KA AS f BE Al X EC 98
ZH A NSUN2 [ ZRIR A TR, 25 R AT e fEAE—E 1)
Pify s ASHIESE W7 mRNA FEE 128 34 K S IE 52
EC 414U NSUN2 FRiA T, H s PR 5 41 8 1 2
i 2 H ARG SA RBTRTEA X, MIRERB EC |
ZH R MR R 25 1 LG SA RERSIG SR EC IR 40 i
NSUN2 Ji& 8l F X $5{ H3K4me3 11438 Wik A4 2= &4, b
# L NSUN2 ek ™, phdh, NSUN2 i REfS 4 i
EC ¥ 40 it b e e/ A 2 R 1 ) i B U TR AR R
7 5 11 mRNA (9 m5C B IF 34 = A kK
L LA AR IE EC 5 40 04 i A 8 A S BRAE T 1 R
AU ARHFSE HR, NSUN2 mRNA 76 FIGO 4338 I 39 .
WL R EC A BUh KB T &, 4 AL,
NSUN2 1E R —Fpgio 2, Hoag i 5 /Nz ZREE i 1
AHEAER, LA mSC AT B0E BERR IEAILEE-3 S w1y
WA 1 A5 38 %, 4 e A0 M 0 e I A AT RN 1R
800 Ak R T NSUN2 b BEAE HE T 40 g ik 2
JEIRZBHERLIN T 2 mRNA Y 5-FF 58 it s o s 1 | 5% %
VS T YRk R AR 22 e B R 1 2, AR i A0 i b 2
) G A, 38 0 R A2 2 AL RE 10 L RO
W NSUN2 Bk 250 EC UG /G I &, £ 1
NSUN2 HyZika B TiEMh EC B s . Hs A ]
fiE 2 NSUN2 MR RIS REARA 5 4 a7 scr ,,
HEE AR AFTE, 55K, NSUN2 iyt %Kik 6E
figim et YBX1 B9 mSC &4, L iRsiAEEILEE-1 1Y
FIR TR R R A A IR A2 A 5 A A it oA A i X Al
BICIRIT R 250 5 mhR AR JE iRUE Y ik
Hh NSUN2 iR 5 i A5 25 4, {23 TREX2 mRNA [
m5C F LB, I 405t dsDNA R R cGAS/
STING 3 ¥ 4 S0 , 490 il s 4 B 0 - F CD8™ T 41 Jifa ¥
W A2 R A T PD-L1 SE i 2 a7 it 25 1
MTERL, B3OS RS 22
4 4 i

25 FJFiR ,EC H' NLRC5 mRNA FEik[#K, NSUN2
mRNA FiA T+ &, 5 FIGO 2] bk &5 # R A o6, &
WAL EC TS MIbREY) . IRIREEAE T S% EC A
H1 NLRCS \NSUN2 mRNA (1) 357K S 1FAl 8 34 10 1 IR
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TG, % FA R UG 5 fa EC B BRI TR Y7 Al
BEVT, A EC BE MG IR TS . AWF5E i AF7E—
SE MR  ARBFIEAEA /N, 221 1) B B LA
TS T REATAE — 2 AR Ay, AR ROR 15 1Al B
Z L I RAFSY , i — 4% NLRCS \NSUN2 191l R

B
35 1 5 AT 17 G R i i€
1E& Rk

3R SEAT S E RE, BRI, o A B R AT SCHR 9 AU
B i SRS SRR R AR IS O I BESE R B BF
FEHER A3 T AE 7 R I TR
S 3K
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